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Kog
uccrnenoBaHua

Kog M3P®
(n.804H)

HanmeHoBaHue TecTa / ycnyru

LleHa

1.0.A1.202 A12.05.001 COQ (BeHO3Has KpOBb) 145

1.0.D01.202 B03.016.002.003 KnuHuyeckun aHanms kpoBu 6e3 nemnkounTapHon opmMynbl 220
(BEHO3Has KPOBb)

1.0.02.202 B03.016.002.004 *KnnHn4ecknin aHanuns KpoBu ¢ nenkoumntTapHom oopmMysion 330
(5DIFF) (BeHO3Has KpoBb)

1.0.D6 B03.016.002.005 KnuHunyeckun aHanms kposwu (5 DIFF) ¢ nogcyeTom 420
nenkountapHon popmynsl Bpadom KI[ (BeHO3HAsA KpOBb)

1.0.D3.202 A12.05.123 PeTtukynounTbl (BEHO3Has KPOBb) 270

1.1.D1 A09.05.003.005 OnekTpodopes remornobrHa Ana guarHocTuku remornobuHonatui| 3580

nk

2.0.D03.202 A12.05.005.001 "pynna kposu + Pesyc-cakTop 570

2.0.A4.202 A12.05.008 AHTUTENA K aHTUreHaM 3pUTPOLMTOB, CyMMapHbie (B T.4. K Rh- 790
dakTopy, kpome AT no cucteme ABO) ¢ onpegeneHmuem Tutpa

2.0.D1.201 A12.05.005 AHTuTENa no cucreme ABO 1480

2.0.A5.202 A12.05.007.005 Onpegenenne Kell anturexa (K) 760

2.0.D2.202 A12.05.007.006 Onpeaenenne Hanuuna aHTureHoB aputpounTtoB C, ¢, E, e, CW, K 735

2.0.A8 A12.05.009 Mpamasa npoba KiM6ca 1040
3.0.A1.203 A09.05.050 ®unbpuHoreH 270
3.0.D1.203 A12.30.014 MpoTtpombuH (Bpems, no Kenky, MHO) 280
3.0.A2.203 A12.05.028 TpombuHoBOE BpeMs 245
3.0.A3.203 A12.05.039 AYTB 250
3.0.A4.203 A09.05.047 AHTUTPOMOUH I 385
3.0.A5.203 A12.06.030.005 Bon4aHo4YHbIN aHTUKOArynsaHT 885
3.0.A6.203 A09.05.051.001 O-onmep 935
3.0.A7.203 A09.05.125 MpotenH C 2045
3.0.A8.203 A09.05.126 MpoTteuH S 2510
3.0.A29.203 A09.05.220 AHTUreH chaktopa Bunnebpanga 1280
3.0.A22.203 A09.05.048 [MnasmuHoreH 735

50.0.H162 B03.016.004.005 Brnoxnmnyeckoe ncecnegosanue anst H3LW-dnbpoTtecT (BkntovaeT 9695
rpadpmnyeckun dann)

50.0.H161 B03.016.004.006 Brnoxnmunyeckoe ncenegosarme gns dubpoTecT (BkNoYaeT 9210
rpadpmnyeckui dann)

50.0.H159 B03.016.004.007 Brnoxnmnyeckoe nccnegosanne anst CteatoCKpuH (BkNtovaeT 6700
rpadpmnyeckun cdann)

4.6.A1.201 A09.05.021 BunupyobuH obLumii 190

4.6.A2.201 A09.05.022.001 BunnpybuH npsamowm 190

4.6.D1.201 A09.05.022 BunnpybuH Henpsimon (BkoYaeT onpeaeneHme obLiero n 350
npsamoro 6unupybuHa)

4.1.A1.201 A09.05.042 AnaHnHaMmunHoTpaHcdepasa (AJT) 190

4.1.A2.201 A09.05.041 AcnapTtatamuHoTpaHcdepasa (ACT) 200




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
4.1.A3.201 A09.05.046 LLlenoyHas cocdaTasa 180
4.1.A4.201 A09.05.175 Kucnasa gocatasa 225
4.1.A5.201 A09.05.044 Mamma-rnytamuntpaHcdepasa (IMT) 195
4.5.A12.201 A09.05.129 YKen4yHble KUCnoThl 2910
4.1.A6.201 A09.05.039 Jlaktataerngporenasa (J14I0) 225
4.1.A7.201 A09.05.039.001 NaktatgermaporeHasa (J14I) 1, 2 dopakuum 280
4.1.A8.201 A09.05.174 XonuHacTepasa 315
4.1.A9.201 A09.05.045.001 Anbda-ammnnasa 225
4.1.A14.201 A09.05.180 Amunasa naHkpeartumyeckas 340
4.1.A10.201 A09.05.173 JIvnasa 225
4.1.A11.201 A09.05.043 KpeatuHkunHasa (KOK) 205
4.1.A12.201 A09.05.177 KpeaTtuHkuHasa-MB 375
4.2.A1.201 A09.05.011 AnbGyMuUH 185
4.2.A2.201 A09.05.010 Obwwun 6enok 180
4.2.D1.201 A09.05.014.003 BenkoBble dopakuun (BkNoYaeT onpeaeneHune obuiero 6enka m 695
anbbymuHa)
4.2.A3.201 A09.05.020 KpeaTvHuH 190
4.2.D2 B03.025.001.001 CkopocTb knyboukoBon punbTpaumm (CKD-EPI - 200
B3pocnble/popmyna LBapua - getn; BkmoYaeT onpeaenexHne
KpeaTuHUHA)
4.2.A4.201 A09.05.017 Mo4eBunHa 185
4.2.A5.201 A09.05.018 MoyeBas kncnota 185
4.3.A1.201 A09.05.006 Mworno6uH 900
4.3.A12.201 A09.05.193 TPONOHWH | ynbTpavyyBCTBUTENBbHbLIN 1045
4.3.A21 A09.05.209 [MpokanbUMTOHWH 2140
4.3.A2.201 A09.05.009 C-peakT1BHbIN 6enok 280
4.5.A9.201 A09.05.009.002 C-peakTuBHbI 6enokK ynbTpavyyBCTBUTENbHbIV 420
4.3.A11.202 A09.05.256.001 Hatpuitypetndeckmii nentug B (BNP) 2985
4.3.A22 A09.05.256 N-KkOHLEBOW hparmMeHT HaTpunypeTudeckoro nponentunga B-tnuna 3040
(NT-proBNP)
4.3.A3.201 A09.05.079 "anTorno6buH 665
4.3.A15.201 A09.05.241 Anbda-2 makpornobynuH 440
4.3.A5.201 A09.05.073 Anbdal-aHTUTPMNCKH 800
4.3.A6.201 A09.05.109 Kucnbin anbda1-rnnkonpotenH (0po3omMykoua) 650
4.3.A7.201 A09.05.077 LlepynonnasmuH 565
4.3.A8.201 A09.05.234 Q03NHOMUNBHLIV KaTUOHHBLIM 6enok (ECP) 1530
4.3.A18.201 A09.05.243 TpunTasa 3585
4.3.A9.201 A12.06.019 PeematounaHbii daktop (PP) 290
4.3.A10.201 A12.06.015 AnTuctpentonuanH-O (ACJ10) 395
4.3.A17.201 A09.05.230 Lincratmu C 950
4.4.A1.205 A09.05.023 noko3a 185
4.4.D2.205 A09.05.023.003 *"Moko3a nocne Harpysku (1 4ac cnycrs) 190
4.4.D3.205 A09.05.023.004 *["MoKo3a nocre Harpysku (2 Yaca cnycrs) 190
4.4.D01.202 A09.05.083 MuknpoBaHHbIA reMornobuH A1lc 535
4.4.A2.201 A09.05.102 ®pyKTO3aMUH 580
4.4.A3.201 A09.05.207 Mono4yHaga kucnoTa (nakrar) 600
4.5.A1.201 A09.05.025 Tpurnuuepuasl 210
4.5.A2.201 A09.05.026 XonecTtepuH obLmn 200
4.5.A3.201 A09.05.004 XonectepuH nunonpoTenaos Bbicokon nnotHocTu (JIMBIM, HDL) 225




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)

4.5.D3 B03.016.005.003 KoadhdmumeHT aTeporeHHOCTH (BKOYaET onpeaeneHme obuiero 425
xonectepuHa n JIMNBI1)

4.5.D4 B03.016.005.004 XonectepuH He-JTTBIT (non-HDL, BkntovaeT onpegenexHne 410
obuwero xonectepuHa u JIMNBIMT)

4.5.A4.201 A09.05.028 XonectepuH nunonpoTenaos HU3kon nnotHocty (JINHIM, LDL) 225

4.5.D02.201 A09.05.028.001 XonecTtepuH NUMNonpoTenaoB o4eHb HU3KoW nnoTHocTK (JIMTOHIM), 410
(BKIHOMaET onpegeneHue TpUrMuuepuaos)

4.5.A6.201 A09.05.250 AnonunonpoTteunH A1 495

4.5.A7.201 A09.05.251 AnonunonpoTteunH B 495

4.5.A8.201 A09.05.027.001 JInnonpoTewuH (a) 950

4.5.A10.201 A09.05.214 lomouucTenH 1300

7.7.A5.201 A09.05.159 JlenTuH 1130

4.7.D1.201 A09.05.030.001 Hatpun, kanun, xnop (Na/K/Cl) 325

4.7.A3.201 A09.05.032 Kanbuuni obwmi 185

4.7.A4.204 A09.05.206 KanbLmii MOHNM3MPOBAHHbIN 315

4.7.A5.201 A09.05.127 Marxun 195

4.7.A6.201 A09.05.033 docdop HeopraHN4eckui 170

4.7.A7.201 A09.05.274 LinHk 420

4.7.A8.201 A09.05.273 Menob 430

4.8.A1.201 A09.05.007 YKeneso 210

4.8.A3.201 A09.05.008 TpaHcdeppuH 430

4.8.03.201 A12.05.019 KoadhdmumeHT HacbiWweHns TpaHcdeppmrHa Xenesom (BkroyaeT 370
onpeaenexue xenesa u JNXKCC)

4.8.A4.201 A09.05.076 PeppuTuH 450

7.7.A3.201 A09.05.082 OpUTPONOITUH 1635

4.8.A2.201 A12.05.011.001 JlaTeHTHas »ene3ocBs3biBaloLLas CNOCOOHOCTb CbIBOPOTKU 205
(JDKCC)

4.8.D1.201 A12.05.011 OObwas xxenesocBsA3biBatoLLas cnocobHOCTb cbiBOpoTkn (OXKCC) 380
(BkntovaeT onpegeneHue xenesa, JIXKCC)

4.8.A7 A09.05.007.002 encnanH-25 6660

4.8.A8 A09.05.008.001 PactBopumbii peuentop TpaHcdheppuHa (STRF 1485

5.0.A1.401 A09.28.027 Anbda-ammnasa mo4un (anacrasa) 225

5.0.A7.401 A09.28.011.001 Mmo+R[20]C[6]+R[-5]C:RC[7]+R[-6]+R[-1]C:RC 175

5.0.D1.401 A09.28.003.001.001 |Mukpoans0ymMunH B pa3oBoi NopLmn mo4un (ans0ymmH- 520
KpeaTUHNHOBOE COOTHOLLEHME)

5.0.A14.401 A09.28.003.004 beTa-2-M1UKpornobynnH Moyn 1705

5.0.A15.401 A09.28.064 HesokcunupugmHonvd (DPD) moumn 1800

5.0.D5.401 B03.053.001.001 Jlntoc-tect (OueHka cTeneHn kamHeobpasoBaHus, [No0Ko3a, 2430
Benok, pH)

5.0.D11.401 B03.053.001.002 JINTOC KOMNNEKCHBIN (BKNtOYas OLIEHKY CTENEHU 3660
KamMHeobpa3oBaHUs)

5.1.A35 B03.016.018.001 OpraHunyeckme kncnotbl B MoYe(60 nokasaTenemn) 9200

5.1.A37 B03.016.018.002 OpraHunyeckme kncnotbl B Mo4de (40 nokasaTenen) - CKPUHUHT 6425
HacreacTBeHHbIX 6ornesHer o6MeHa y HOBOPOXAEHHbIX U AeTen
go 3 net

5.1.A36 B03.016.025.002 AMMHOKMCNOTHI B MoYe (28 nokasaTenen) 4300

5.1.D3 B03.025.001.002 Kanbuui-kpeaTUHMHOBOE COOTHOLLEHME B pa3oBOW NOPLMN MOYM 290




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
5.0.D10.401 A09.28.018 OnpeaeneHne XMMN4eCKoro coctaBa ModeBoro koHkpemeHTa (K- 4400
CnekTpoMeTpust)
5.0.D12.402 A09.28.011 [ntoko3a CyTOMHON MOYY 170
5.0.D13.402 A09.28.003.002 O6Lwmin 6enok CyToYHOM MOYN 185
5.0.D14.402 A09.28.003.003 Mwukpoans6yMuH B CYyTOYHOW MoYe 385
5.0.D1.402 A09.28.006 KpeaTuHuH Mo4n 215
5.0.D01.406 A12.28.002 Mpoba Pebepra 355
5.0.D015.402 A09.28.009 MouyeBrHa Mo4yn 135
5.0.D16.402 A09.28.010 MoueBas KMcnota CyTouHOM MOYM 225
5.0.D17.403 A09.28.012 Kanbumn obLium moum 275
5.0.A20.403 A09.28.018.002 OkcanaTbl CyTOYHON MO4M 1480
5.0.D018.403 A09.28.026 docdhop HEOPraHMYECKNIN CYTOHYHON MOYM 280
5.0.D019.403 A09.28.060.002 MarHum cyTodHOM MoYn 345
5.0.D2.403 A09.28.014.001 Hatpuin, kanun, xnop cytodHor mouu (Na/K/Cl 200
7.1.A1.201 A09.05.065 TupeoTponHbin ropmoH (TTI) 340
7.1.A2.201 A09.05.063 TupokcrH cBoboaHbI (T4 cBOBOAHbIN) 340
7.1.A3.201 A09.05.061 TpunogTupoHuH cesoboaHbiv (T3 cBo6oaHbIN) 340
7.1.A4.201 A09.05.064 TupokcnH obwn (T4 obLumin) 340
7.1.A5.201 A09.05.060 TpunogTMpoHuH obwmn (T3 obLmnn) 340
7.1.A20 B03.058.001.001 TpUNoaTUPOHUH peBepcuBHbIN (r'T3) BOXKX-MC 7300
7.11.A1 B03.058.001.002 TpunoatnpoHuH (T3) obun, pesepcuBHbin (rT3), nHaekc T3/rT3, 7700
B3XX-MC
7.1.A6.201 A12.06.017 AHTUTEna K TupeornobynuHy (AHTN-TI) 440
7.1.A7.201 A12.06.045 AHTUTENA K MUKpOCcOManbHou Tupeonepokcmaase (AHTK-TIO) 450
9.0.A13.201 A12.06.046 AHTUTEnNa K peLentopam TupeoTponHoro ropmoHa (AT pTTI) 1770
7.1.A8.201 A09.05.117 TupeornobynuH 470
7.1.A10.201 A09.05.097 TWpOKCKH cBsA3biBaoLLast CNocoBHOCTL CbiBOPOTKM (T-uptake) 630
7.2.A1.201 A09.05.132 donnukynocTumynmpyoLwwmi ropmoH (PCIN) 350
7.2.A2.201 A09.05.131 JlloTenHnsnpyowmn ropmoH (J1IN) 350
7.2.A3.201 A09.05.087 MponakTnH 355
7.2.D1.201 A09.05.087.001 MakponponakTuH (BkrnoyaeT onpeaeneHne nponakTuHa un 1230
Guonormyeckn akTMBHOIO NPONakT1Ha)
7.2.A4.201 A09.05.154 Octpagvon (E2) 410
7.2.A5.201 A09.05.153 MporecTepoH 355
7.2.A6.201 A09.05.139 "mppokcunporectepoH (17-OH-nporectepoH) 615
7.2.A7.201 A09.05.146 AHOPOCTEHANOH 1275
7.2.A14.201 A09.05.147 AHOPOCTEHAMONN MMIOKYPOHUA 1860
7.2.A8.201 A09.05.149 HernaposnnangpoctepoH cynbdat (Or9A-cynbdaT) 535
7.2.A9.201 A09.05.078 TecTocTepoH obLwmn 365
50.0.H57.201 A09.05.078.001.002 | TecTtocTepoH cBOOOAHbLIN (BKMOYAET onpeaeneHne TeCToctepoHa 835
obwero n ceobogHoro, MCIMI" (SHBG), pacyeT nHaekca
cBOBOAHbLIX aHAPOreHoB)
7.4.A4.201 A09.05.150 OurngpoTectocTepoH 1535
7.2.A11.201 A09.05.160 'mo6ynuH, ceasbiBarowmnin nonoeble ropmoHbl (FCIMTT, SHBG) 580
7.2.A12.201 A09.05.203 WHrmbuH B 1395
7.2.A13.201 A09.05.225 AHTUMIONNEpoB ropmoH (AMIT, AMH, MiS) 1330
7.2.A21 A09.05.154.001 OCTPOreHbl B KPOBW (3CTPAAMOI, 3CTPOH U 3CTPUOI) 1870
7.3.A1.201 [A09.05.161 | AccoummpoBaHHbIii ¢ 6epeMeHHocTbI0 npoTenH A (PAPP-A) | 1260




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
7.3.A2.201 A09.05.157 OcTpron cBoBOAHbIV 450
7.3.A7.201 A09.05.090.001 O6wwmin 6eta-XI'Y (gnarHoctuka 6epeMeHHOCTIN, OHKOMapKep) 455
7.3.A4.201 A09.05.090 CBobogHas cybbveanHuua 6eta-XIMY (npeHaTanbHbIA CKPUHWHT) 1305
8.0.A1.201 A09.30.002.001 Anbda-getonpoTtenH (API) 375
7.3.A6.201 A09.05.249 [naueHTapHbI NaKTOreH 715
7.3.A8.201 A12.05.110 Tpodobnactuyeckmi 6eta-1-rnmkonpoteuH (TBIN) 495
7.3.A9.201 B03.001.002 MnaueHTapHbI hbakTop pocTta (PLGF) 3510
7.5.A1.209 A09.05.058 [MapaTropmoH 550
7.5.A2.209 A09.05.119 KanbunMTOHUH 885
7.5.A3.209 A09.05.224 OcTeokanbLuH 1035
7.5.A4.201 A09.05.297 C-koHueBble TenonenTuael konnareHa | tuna (Beta-Cross laps) 1395
7.5.A5.201 A09.05.296 Mapkep dbopmmpoBaHusa koctHoro matpukca P1NP 1705
(N-TepMUHanbHbIN NponenTua npokonnareHa 1 Tuna)
7.6.A1.201 A09.05.056 VHCYynuH 580
7.6.A3.201 A09.05.056.003 [MpounHcynuH 2070
7.6.D1.201 A09.05.056.004 *NHcynuH nocne Harpysku (1 Yyac cnycrs) 570
7.6.02.201 A09.05.056.002 *MHCyNuH nocne Harpysku (2 yaca cnycrs) 570
7.6.A2.201 A09.05.205 C-nentng 725
7.6.03.201 A09.05.205.003 *C-nenTtung nocne Harpy3ku (1 yac cnycrs) 710
7.6.D4.201 A09.05.205.002 *C-nenTma nocne Harpysku (2 yaca cnycrs) 710
7.7.A1.201 A09.05.057 acTpuH 1120
7.7.D01.201 A09.16.003.001 CoOOTHOLLEHNE KOHLIEHTpaUMi nencuHoreHa | u nencuHorexa ll 2550
7.8.A2.209 A09.05.121 PeHnH 1130
7.8.A1.209 A09.05.069 AnNbAOCTEPOH 1120
7.8.D2 A09.05.069.001 AnbaOCTEPOH-PEHUHOBOE COOTHOLLEHWE (BKMOYaeT: 2035
anbOOCTEPOH, NPSAMOE onpefeNieHe PEHUHA, COOTHOLLEHNE)
7.4.A1.209 A09.05.067 AOPEHOKOPTUKOTPOMHbLIN ropMoH (AKTT) 610
7.4.A2.201 A09.05.135 KopTnson 430
7.7.A2.209 A09.05.066 ComatoTponHbin ropmoH pocta (CTIN) 535
7.7.A4.201 A09.05.204 WHcynnHonogobHbii doakTop pocta, PP | (ComaTtomeamnH C) 950
7.7.D2 A09.05.143.003 CBoboaHble MeTaHedpUHbLI U HOpMeTaHepPWHbI B KPOBU 2225
7.4.D5.202 A09.05.143.001 KaTexonamuHbl KpoBu (agpeHarnuH, HopagpeHanuH, 4odamMuH) 2820
CEPOTOHMH
7.4.D6.407 A09.05.143.002 KaTexonamuHbl KpoBu (agpeHanuH, HopagpeHanuH, 4oamMuH), 4100
CEPOTOHMH M UX MeTAboNUTLI B MOYe (BaHUNUNMUHAANbHAS
KMcnota, roMoBaHUIMHOBAs KMCIOTa, 5-rmapoKCMMHOONYKCYCHas
Kucrnora)
7.7.A10 A09.05.124 CepoTOHUH 2630
7.7.A9 A09.05.085 'mctammH 2690
50.0.H126.201 B03.016.005.002 WiccnepoBaHue cteponaHoro npodunsa KpoBn MeTogoMm 6400
TaHOEMHOW MaccneKTiomeTimw
7.9.A1 A09.07.007.002 KopTtnson cBoGOAHbIV B CIOHE 1200
7.9.A2 B03.016.023.001 CooTHoweHne OIM3A n kopTrsona, cnoHa (4 nopummn) 4730
7.9.A3 A09.07.010 HernaposnnaHgpocTtepoH (OIr3A) cBoboaHbIN B CrOHE 1250
7.9.A4 A09.07.009 TecTtocTepoH cBOGOAHbLIV B CNHOHE 1300




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
7.9.D1 B03.016.023.002 CtepoungHbin npocunb (8 nokasatenen) B critoHe (TeCToCTEPOH, 6285
OernapoannaHgpocTtepoH, AHapocTeHanoH, Koptuson, KopTuaoH,
Octpagwmon, MNporectepoH, 17-OH-nporecTepoH)
7.9.A6 A09.05.124.001 MenaTtoHuH B kpoBu, BOXX-MC 2850
7.9.A7 A09.07.007.004 MenaToHuH cBoboaHbIN B critoHe, BOXX-MC 1935
7.9.A40 A09.07.009.001 AHOPOCTEHANOH CBOGOAHbLIN B CIHOHE 1300
7.9.A70 A09.07.011 OcTpaanon cBoboOHbIN B CIIOHE 1300
7.9.A8 A09.07.008.001 [NporectepoH cBOOOAHLIV B CIOHE 1300
7.4.A3.403 A09.28.035 KopTnson mouyn 800
7.2.A19 A09.28.023.001 OcTporeHbl 1 nx metabonutol (10 NnokasaTtenemn) B Mmove 9800
7.4.D9 B03.016.022.001 17-keTocTeponabl (aHAPOCTEPOH, aHAPOCTEHAMOH, [ 3A, 2490
3TUOXOSMAHOMOH, 3NNaHAPOCTEPOH, TECTOCTEPOH,
3MNUTECTOCTEPOH, MPErHaHTPUOIT, COOTHOLLEHNE
aHOPOCTEPOH/3TMOXONAHONOH, COOTHOLLEHME
TECTOCTEPOH/3NUTECTOCTEPOH)
5.0.D08.403 A09.28.034.001.001 |O6Lwwme MeTaHedpUHbI U HOpMeTaHedPUHbI MOYK 2790
5.0.09.403 A09.28.034.003 CBob6ogHble MeTaHedPUHbI 1 HOpMETaHePUHbBI MOYM 3600
7.4.D1.403 A09.28.034.004 KaTexonamuHbl MOYM (agpeHanunH, HopagpeHanuH, odamMnH) 2790
7.4.D2.403 A09.28.034 KaTexonamuHbl MOYM (agpeHanuH, HopagpeHanuH, odamMnH) u 6120
nx MeTabonuTbl (BaHUNUNMUHOANBHAS KNCNOTAa,
roMOBaHMITMHOBAs KNCNOTa, 5-rMapoKCUNMHOO0NYKCYCHas K1cnoTa)
7.4.03.403 A09.28.034.005 MeTabonuTbl KaTexonaMmmMHOB B MoYe (BaHUNUIMUHAANbHAsA 2790
KMcnota, roMoBaHUIMHOBAs KUCIOTa, 5-rmapoKCMMHOONYKCYCHas
Kucnota)
50.0.H125.401 A09.28.023.002 MeTabonuTbl 3CTPOreHOB U UX COOTHOLLEHME B Pa30BOW NOpLMK 8380
MOYMn
8.0.A2.201 A09.05.195 PakoB0-aMOpuroHanbHbIn aHTureH (POA) 495
8.0.A3.201 A09.05.201 AHTuren CA 19-9 685
8.0.A9.201 A09.05.200 AHTUreH CA 72-4 1225
8.0.A16.201 A09.05.232 AHTUreH CA 242 980
8.0.A4.201 A09.05.202 AHTuren CA 125 535
8.0.A17.201 A09.05.300 Onyxonesbii Mmapkep HE 4 1215
8.0.D6 A09.05.202.002 MporHocTuyeckas BeposATHOCTL (3HavyeHne ROMA, 1855
npemeHonaysa) (BkrodaeT onpeaeneHme aHtureHa CA 125 u
onyxonesoro mapkepa HE 4)
8.0.D4 A09.05.202.001 MporHocTuyeckas BeposaTHOCTb (3HadeHne ROMA, 1855
noctMmeHonaysa) (BkntoyaeT onpegeneHme aHtureHa CA 125 u
onyxonesoro mapkepa HE 4)
8.0.A7.201 A09.05.231 AHTuren CA 15-3 715
8.0.A23.201 B03.027.007.003 MCA (MyumHONogoOHbIN pako-aCCoLMMPOBAHHbIV aHTUIEH) 1795
8.0.A21.201 A09.05.130 MpocTtaTocneumdudeckuin antureH (NMCA) obimin 400
8.0.D7 A09.05.130.004 MpouenT cBob6ogHoro MNCA (obwmn NCA, ceobogHbin NMCA n 665
COOTHOLIEHME)
8.0.D2.201 A09.05.130.005 MHaekc 3gopoBbst npoctathl (PHI) 6835
8.0.A10.201 A09.05.298 AHTUreH nnockokneTo4Hom kapumHombl (SCCA) 1530
8.0.A12.201 A09.05.247 ®parmeHT untokepatmHa 19 (Cyfra 21-1) 1355
8.0.A11.201 A09.05.246 HewnpoH-cneundunyeckas eHonasa (NSE) 1245
8.0.A25 B03.027.008.001 MporacTtpun-BbicBoGOXAarowmn nentug (Pro-GRP) 2050
8.0.A8.201 A09.05.245 beTta2-munkpornobynuH 825




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
uccregoBaHusA (n.804H)
8.0.A13.201 A09.05.219 Benok S-100 2935
8.0.A19.201 A09.05.227 XpomorpanuH A CgA 3420
8.0.A14.401 A09.28.054.001 Cneuundomnyecknin aHTureH paka moyeoro ny3bipst (UBC) B moue 2185
8.0.A18.101 A09.19.014 OnyxoneBas nupyeatkmHasa Tu M2 (B kane) 2365
8.0.D3.101 A09.19.001.001.001 |MccnepoBaHue kana Ha TpaHcheppuH 1 reMornobuH 945
MONEKYNAPHAA (AHK/PHK) AMATHOCTUKA METOAOM MLP (kpoBb)
12.7.A1.202 |A26.05.030.001 |PHK Bupyca renatuta A, KpoBb, Kau. | 695
12.8.A1.202 A26.05.020.001 IOHK Bupyca renatuta B, KpoBb, Kau. 565
12.8.A2.202 A26.05.020.002 OHK Bupyca renatuta B, KpoBb, KONuY. 4085
12.8.D2 A26.05.020.003 OHK BI'B, reHotun (A,B,C,D) KpoBb, Kau. 1350
12.9.A1.202 A26.05.019.001 PHK Bupyca renatuta C, KpoBb, Kau. 750
12.9.A2.202 A26.05.019.002 PHK Bupyca renatuta C, KpoBb, KONUY. 3555
12.9.D2 A26.05.019.003 PHK BI'C, reHoTtun (1,2,3), KpOBb, Kau. 1505
12.9.D03 A26.05.019.004 PHK BI'C, reHotun (1a, 1b, 2, 3a, 4, 5a, 6), KpoBb, Kau. 1835
12.9.D1 A26.05.019.005 PHK BI'C, reHoTtun (1a,1b,2,3a,4,5a,6) kpoBb, KONW. 4000
12.10.A1.202 |A26.05.023.001 |PHK Bupyca renatuta D, KPOBb, Kau. | 705
12.11.A1.202 |A26.05.026.001 |PHK Bupyca renatta G, KpoBb, Kau. | 705
12.14.A1.202 A26.05.035.001 IOHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, 365
II), KpOBb, Kau.
12.15.A1.202 A26.05.033.001 OHK Bupyca repneca VI tuna (Human Herpes virus VI), KpoBb, Kau. 365
12.15.A2 A26.05.033.002 OHK Bupyca repneca VI Tuna (Human Herpes virus VI), KpoBb, 285
Konwn.
12.26.A1.202 A26.05.024.001 IOHK Bupyca repneca VIl tTuna (Human Herpes virus VII), kpoBb, 540
Kau.
12.13.A1.202 A26.05.017.001 OHK untomeranosupyca (Cytomegalovirus), KpoBb, Kau. 315
12.13.A2.202 A26.05.017.002 OHK untomeranosupyca (Cytomegalovirus), KpoBb, KON, 655
12.23.A1.202 |A26.07.010.001 |PHK Bupyca kpacHyxu (Rubella virus), KpoBb, Kau. | 835
12.24.D1 A26.05.035.002.001 |OHK Bupycos rpynnel repneca (EBV, CMV, HHV6) kpoBb, Konuu. 1060
12.16.A1.202 A26.05.011.001 OHK Bupyca dnwrtenHa-bapp (Epstein-Barr virus), KpoBb, Kau. 330
12.16.A2.202 A26.05.011.002 OHK Bupyca OnwrenHa-bapp (Epstein-Barr virus), KpoBb, Konuy. 590
12.17.A1.202 A26.05.042.001 OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus), KpoBb, 350
Kau.
12.22.A2.202 |A26.05.032.002 | IHK napsosupyca B19 (Parvovirus B19), kpoBb, KOMW. | 1000
12.4.A1.202 |A26.05.037.001 | AHK nuctepuu (Listeria monocytogenes), kpoBb, Kau. | 180




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
12.6.A1.202 A26.05.047.001 OHK mukobaktepum Ty6epkynesa (Mycobacterium tuberculosis), 410
KpOBb, Kau.
12.5.A1.202 [A26.05.013.001 | AIHK Tokconnaambl (Toxoplasma gondii), KpOBb, Kau. 330
12.25.A1.202 A26.08.022.001.001 |AHK ageHoBupyca (tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48), KpoBb, 850
Kau.
12.18.A1.202 A26.05.021.001 *PHK BWM | Tvna, kpoBb, Kau. 2085
12.18.A2.202 A26.05.021.005 *PHK BWY | TMna, KpoBb, KONn. 3485
12.21.D1.202 A26.05.020.004 *OpHoBpemeHHoe onpeaenexne OHK Bupyca renatuta B, PHK 1855
Bupyca renatuta C, PHK BUM | Tuna, kpoBb, kau.
12.31.D1 A26.05.053.002 MUP-anarHocTuka kneweBbix MHdEKUNn BO30yauTenen 1920
6oppennosa (Borrelia burgdorferi), MoHoLMTapHOIo apnmnxmosa
(Ehrlichia chaffeensis) n aHannaamo3sa (Anaplasma
phagocytophilum), KpoBb, Kau.
12.31.A3 A26.05.053.003 MUP-guarHocTuka kneweBoro aHuedannTa, KpoBb, Kau. 780
13.32.D2 A26.05.045.001.001 |KomnnekcHoe nccnegosanne JHK meHMHrokokka, reMmouneHom 1660
nanouyku, ctpentokokka (Neisseria meningitidis, Haemophilus
influenzae, Streptococcus pneumoniae), ka4
13.30.D4 A26.05.035.001.002 |Bupycesl rpynnel repneca (EBV, CMV, HHV6) 1070
50.0.H42.900 A26.20.032.003 demodnop-8 (OHK) 1700
50.0.H41.900 A26.20.032.004 demodnop Ckpun-12 (OHK) 2350
50.0.H43.900 A26.20.032.005 demodnop-16 (AHK) 2600
13.44.D01.900 A26.20.032.006 dnopoLeHo3 - bakTepunanbHbii BarnHO3 940
13.44.D03.900 A26.20.032.007 drnopoueHos 1890
13.44.D2.900 A26.20.032.008 dropoueHo3 - koMnnekcHoe nccregosaHue (Bkrodaet NCMT) 2220
13.48.D01.900 A26.21.036.003 Angpodnop CKPVH 1900
13.48.D02.900 A26.21.036.004 AHgpodriop 2500
13.32.D4 A26.19.069.001.002 |KonoHodnop (konmMy4ecTBEHHOE onpeaeneHne cocTasa 4900
MUKPOOMOTBI TONCTOro kKnle4vHmka metogom MLIP)
13.32.D5 B03.016.010.002 OHTepodnop (uccnegoBaHne coctaBa MMKPOOMOTLI TONCTOroO 5645
KnwevHuka y geten oo 14 net metogom MNUP)
13.1.A1.900 A26.20.020.003 OHK xnamugmm (Chlamydia trachomatis) 380
13.1.A3.900 A26.20.020.005 OHK xnamuanm (Chlamydia trachomatis), konud4ecTtBeHHO 490
13.2.A1.900 A26.20.028.003 OHK mukonnasmbl (Mycoplasma hominis) 380
13.2.A5.900 A26.20.028.004 OHK mukonnasmbl (Mycoplasma hominis), KOnM4eCTBEHHO 480
13.2.A2.900 A26.20.027.001.002 |OHK mukonnaambl (Mycoplasma genitalium) 425
13.2.A4.900 A26.20.027.003 OHK mukonnasmbl (Mycoplasma genitalium), konud4ecTtBeHHO 475
50.0.H65.900 A26.21.032.003 OHK xnamugodun n mukonnasm (Chlamydophila pneumoniae, 600
Mycoplasma pneumoniae)
13.3.A1.900 A26.20.029.008 OHK ypeannasmbl (Ureaplasma urealyticum) 385
13.3.A5.900 A26.20.029.009 IOHK ypeannasmbl (Ureaplasma urealyticum), konn4ecTBEHHO 465




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
uccregoBaHusA (n.804H)
13.3.A2.900 A26.20.029.007 OHK ypeannasmbl (Ureaplasma parvum) 385
13.3.A6.900 A26.20.029.006 OHK ypeannasmbl (Ureaplasma parvum), KONM4eCTBEHHO 465
13.3.A3.900 A26.20.029.003 OHK ypeannasmbl (Ureaplasma species) 385
13.3.A4.900 A26.20.029.010 OHK ypeannasmbl (Ureaplasma species), Konn4ecTBEHHO 580
13.4.A1.900 A26.20.030.002 OHK rapgHepennbl (Gardnerella vaginalis) 385
13.4.A2.900 A26.20.030.003 OHK rapgHepennbl (Gardnerella vaginalis), konn4yecTBeHHO 485
13.6.A1.900 A26.21.024.001 IOHK roHokokka (Neisseria gonorrhoeae) 385
13.6.A2.900 A26.21.024.002 IOHK roHokokka (Neisseria gonorrhoeae), KOnn4ecTBEHHO 445
13.5.A1.900 |A26.20.025.002 I,EI,HK OnegHon TpenoHemsbl (Treponema pallidum) 375
13.8.A1.900 A26.09.080.002 OHK mukobaktepum Ty6epkynesa (Mycobacterium tuberculosis) 365
13.11.A2.900 A26.20.021.001 OHK cTtpenTokokkoB (Streptococcus species) 630
13.38.A1.900 A26.20.021.002 OHK ctpenTtokokka (S. agalactiae), kon. 815
13.13.A1.900 |A26.05.037.003 I,EI,HK nuctepum (Listeria monocytogenes) 580
13.37.A1.900 |A26.08.061 .002 I,EI,HK nHesmoumcTbl (Pneumocystis jirovecii (carinii)) 1120
13.15.A1.900 A26.21.055.001 OHK kangugpl (Candida albicans) 380
13.15.A2.900 A26.21.055.002 OHK kangugbl (Candida albicans), Konn4ectBeHHO 435
13.15.D1.900 A26.21.055.004 OHK rpnboe poaa kaHanabl (Candida albicans/Candida 815
glabrata/Candida krusei) c onpegeneHnem tuna
50.0.H117.900 A26.21.055.005 TunuposaHue rpubos, pacwmpeHHbii (Candida albicans, Fungi 935
spp, Candida krusei, Candida glabrata, Candida tropicalis,
Candida parapsilosis, Candida famata, Candida guilliermondii)
13.52.D1 A26.01.030.002 OHK rpnboe aepmartogutos (Trichophyton, Epidermophyton, 990
Microsporum)
13.52.A1 A26.21.055.006 Mwuko3oCkpuH (Tunuposarnvne JHK Candida, Malassezia, 2820
Saccharomyces n Debaryomyces)
13.16.A1.900 A26.05.013.002 OHK Tokconnasmbl (Toxoplasma gondii) 400
13.16.A2.900 A26.05.013.003 OHK Tokconnasmsbl (Toxoplasma gondii), KonM4eCTBEHHO 550
13.17.A1.900 A26.20.026.003 OHK tpuxomoHagpl (Trichomonas vaginalis) 415
13.17.A2.900 A26.20.026.004 OHK TpuxomoHagp! (Trichomonas vaginalis), Konn4ecTBeHHO 425
13.18.A1.900 A26.08.058.001 OHK untomeranosupyca (Cytomegalovirus, CMV) 430
13.18.A2.900 A26.08.058.002 OHK untomeranosupyca (Cytomegalovirus, CMV), Konny4ecTBeHHO 450
13.19.A1.900 A26.06.045.001.002 |OHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus ) 415
13.19.A4.900 A26.06.045.001.001 |OHK Bupyca npoctoro repneca | tuna (Herpes simplex virus |), 480
KONnnyecTBeHHO
13.19.A2.900 A26.06.046.001.001 |OHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus Il) 415
13.19.A5.900 A26.06.046.001.002 |OHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus Il), 490

KOJIN4YEeCTBEHHO




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

13.19.A3.900 A26.05.035.003 IOHK Bupyca npoctoro repneca | u Il Tunos (Herpes simplex virus | 340
nlil)

13.20.A1.900 A26.06.047.001.001 |OHK Bupyca repneca VI Tuna (Human Herpes virus VI) 410

13.20.A2.900 A26.06.047.001.002 |OHK Bupyca repneca VI Tuna (Human Herpes virus VI), 520
KOIIM4ECTBEHHO

13.46.A1.900 |A26.05.024.002 |IHK Bupyca repneca VIl Tuna (Human Herpes virus VII) 470

13.21.A1.900 A26.08.059.001 OHK Bupyca SnwrenHa-bapp (Epstein-Barr virus) 375

13.21.A2.900 A26.08.059.002 OHK Bupyca OnwTtenHa-bapp (Epstein-Barr virus), konm4ectBeHHO 425

13.22.A1.900 |A26.06.056.003 |IHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus) 430

13.34.A1.900 |A26.05.032.003 |IHK napeosupyca B19 (Parvovirus B19) 700

13.29.A1.900 |A26.08.022.002 |IHK apgeHoBupyca (Tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48) 925

13.31.D1.900 A26.08.050.002 IOHK Bo3byauTenen kokntowa/napakoknoLwwa/6poHxocenTnkosa 1140
(Bordetella pertussis/Bordetella parapertussis/Bordetella
bronchiseptica)

13.23.D2.900 A26.21.008.002 OHK nanunnomasunpycos (Human Papillomavirus, BINY) 6/11 525
TUMOB C onpegeneHnem Tuna

13.23.D3.900 A26.21.008.001.001 |AHK nanunnomasupycos (Human Papillomavirus, BINMY) 6/11 520
TWUMNOB C onpegeneHnem Tuna, KonmM4ecTBEHHO

13.23.A1.900 A26.21.008.001.002 |AHK nanunnomasupyca (Human Papillomavirus, BINMY) 16 Tuna 425

13.23.A2.900 A26.21.008.001.003 |AHK nanunnomasumpyca (Human Papillomavirus, BINM4Y) 18 Tuna 425

13.24.D1.900 A26.21.008.001.004 |OHK nanunnomasupycos (Human Papillomavirus, BIN4Y) 16/18 450
TWUMNOB, KONMMYECTBEHHO

13.23.D1.900 A26.21.008.001.005 |OHK nanunnomasupycoe (Human Papillomavirus, BINM4Y) 31/33 450
TUMOB C onpegeneHnem Tuna

13.23.D4.900 A26.21.008.001.006 |OHK nanunnomasupycoe (Human Papillomavirus, BINM4Y) 31/33 550
TWUMNOB C onpeAeneHnem Tuna, KonmM4ecTBEHHO

13.23.A3.900 A26.21.008.001.007 |OHK nanunnomasupycos (Human Papillomavirus) Bbicokoro 765
KaHLUeporeHHoro pucka (16-68 Tnnos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpeaenexHus
TMna

13.23.D6.900 A26.21.008.001.008 |OHK nanunnomasupycos (Human Papillomavirus) BbicCokoro 1115
KaHuUeporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59 TMnoB) ¢ onpeaeneHMem Tuna

13.23.D05.900 A26.21.008.001.011 |BIM4Y-tect (ROCHE COBAS4800) BbICOKOrO KaHLEepOreHHoro 2170
pucka (16-68 Tunos: 16, 18 ¢ onpegeneHuem Tuna, 31, 33, 35, 39,
45, 51, 52, 56, 58, 59, 66, 68 6e3 onpeaeneHunsa Tuna)

13.23.D10 A26.21.008.001.009 |BIMY-TecT (BekTop-becT) BbICOKOro kaHUeporeHHoro pucka (16-68 1575

TMnoB: 16, 18 c onpegenenuem Tuna, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68 cymmapHO)




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
13.23.H1 A26.21.008.001.010 [QHK nanunnomaswupycos (HPV) CKPUHUHI PACLLUMPEHHBIN ¢ 1185
onpegeneHnem 14 Tunos (KoHTponb B3ATUS MaTepmana, Tunbl 6,
11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), kon.
13.23.H2 A26.21.008.001.015 |AHK nanunnomasupycos (HPV), TunnposaHne c onpegeneHmem 2650
21 Tuna (KoHTponb B3ATUS Matepuana, Tunel 6, 11, 16, 18, 26, 31,
33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82), kon.
50.0.H45.900 A26.21.008.001.012 |OHK nanunnomasupycos (Human Papillomavirus) CKPUHUHI ¢ 765
onpeaenexHnem tuna (KoHTponb B3aTUA maTepuana, Tunbl 6, 11,
16, 18), KONMYEeCTBEHHbLIN
50.0.H49.900 A26.21.008.001.013 |OHK nanunnomasupycos (Human Papillomavirus) c 1400
onpegenexHnem 14 tunos (KoHTponb B3ATMS MaTepuana, Tunel 6,
11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), kon., c
nepecyetTom Ha y.e. Hybrid Capture
50.0.H85.900 A26.21.008.001.014 |OHK nanunnomasupycos (Human Papillomavirus) ¢ 2750
onpegenexHnem 21 tuna (KoHTtpones B3aTnsa 6/m, Tunel 6, 11, 16,
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73,
82), kon., c nepec4yeToM Ha vy.e. Hybrid Capture
13.30.A2.900 A26.08.038.001.001 |PHK Bupyca rpunna A/H1N1 (cBuHoM rpunn), (kay.) 1565
13.30.D03.900 A26.08.038.001.002 |PHK Bupycos rpunna A/H1N1, A/H3N2 1800
13.30.D1.900 A26.08.038.001.003 |"'eHoTMNIMpOBaHKMe Bupyca rpunna (A/B) 820
13.30.D2.900 A26.08.020.001.001 |OPBU-CkpuH 1230
(PHK pecnupatopHocuHuutmuansHoro supyca/ PHK
MeTanHeBmoBupyca/
PHK naparpunna (tunos 1, 2, 3 un 4)/ PHK kopoHasupycos/ PHK
pyHOBUPYCOB/ OHK ageHosupycos (rpynn B, C v E)/ OHK
Bokasupyca)
13.30.A4 A26.08.027.001.004 |PHK kopoHaBupyca SARS-CoV-2 (COVID-19) 1000
50.0.H181 A26.08.027.001.006 |PHK kopoHaBupyca SARS-CoV-2 (COVID-19, pesynbTaTt Ha 1000
AHITIMACKOM N PYCCKOM A3blKaXx)
50.0.H217 A26.08.027.001.001 |PHK kopoHaBupyca SARS-CoV-2 (COVID-19) ¢ gononHUTenNbHbIM 1870
onpegeneHnem wrammoB Omicron n Delta.
13.9.A1.101 |A26.19.070.002 | IHK xenuko6aktepa (Helicobacter pylori) 810
13.14.A1.101 A26.19.064.002 OHK canbmoHenn (Salmonella species) 825
13.14.A5.101 A26.19.067.002 IOHK Bo3byaouTtens ncesgotybepkynesa (Yersinia 695
pseudotuberculosis)
60.30.H31.101 A26.19.069.001.001 |OKU-TecT (Shigella spp./ Salmonella spp./ Campylobacter spp./ 1725
Adenovirus F/ Rotavirus A/ Norovirus 2/ Astrovirus)
13.14.D1.101 A26.19.069.001 OunaporeHHble E.coli (OHK aHTeponaTtoreHHbix E. coli/ 2050
OHK aHTepoTokcureHHsix E. coli/ AHK aHTepouHBasusHbIX E. coli/
OHK aHTeporemopparnyeckux E. coli/ QHK aHTepoarrperatmBHbIX
E. coli)
13.14.D3 A26.19.074.003 PHK poTtasupycoB, HOpOBMPYCOB, aCTPOBUPYCOB 1200

(Rotavirus/Norovirus/Astrovirus) B kane




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
uccregoBaHusA (n.804H)
13.25.A1.101 A26.19.072.001.001 |PHK aHTepoBupyca (Enterovirus), kan 645
13.26.A1.101 |A26.19.074.002 |PHK poTtaBupycos (Rotavirus) A 790
13.28.A1.101 |A26.19.075.002 |PHK HopoBupycos (Norovirus) Il Tuna 1080
13.36.D2 A26.19.010.002 MpotoCkpuH (BbisiBNneHne JHK npocTenwmnx B kane MeToaom 2400
MUP: Lamblia (Giardia) intestinalis, Blastocystis hominis,
Dientamoeba fragilis, Isospora belli, Cryptosporidium parvum,
Entamoeba histolytica)
13.34.D2 A26.19.010.003 enbmoCkpuH (BbisiBneHne AHK renbMUHTOB B Kane MeToaom 2485
MUP: Ascaris lumbricoides, Enterobius vermicularis, Opisthorchis
felineus, Taenia solium, Diphyllobothrium latum)
CEPOJIOT'MYECKUE MAPKEPbI MH®EKLIMOHHbIX 3AEONEBAHUIA
11.1.A1.201 A26.06.034.001 AHTUTEena K Bupycy renatuta A, IgM (Anti-HAV IgM) 430
11.1.A2.201 A26.06.034.002 AHTUTENa K BUpycy renatuta A, 1gG (Anti-HAV 1gG) 430
11.2.A1.201 A26.06.036.001 [MoBEPXHOCTHbLIN aHTUreH BMpyca renatuTta B (aBcTpanuickmii 340
aHTureH, HbsAg)
11.2.A7.201 A26.06.036.002 [MoBEpPXHOCTHbLIN aHTUreH BMpyca renatuTta B (aBcTpanuickmii 1345
aHtureH, HbsAg), konn4ecTBeHHO
11.2.A2.201 A26.06.040.002 AHTUTENa K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti- 535
HBs)
11.2.A3.201 A26.06.039 AHTUTENA K ssaepHOMY (Cor) aHTUreHy Bupyca renatura B, 410
cymmapHsbie (Anti-HBcor)
11.2.A4.201 A26.06.039.001 AHTUTENa K saepHOMY (cor) aHTUreHy Bupyca renatura B, IgM 430
(Anti-HBcor IgM)
11.2.A5.201 A26.06.035 AHTureH HBe Bupyca renatuta B (HbeAg) 450
11.2.A6.201 A26.06.038 AHTUTena Kk HBe-aHTUreHy Bupyca renatuta B, cymmapHbie (Anti- 430
HBe)
11.3.A3 A26.06.041 AHTuTena K Bupycy renatuta C, cym. (Anti-HCV) 385
11.3.A2.201 A26.06.041.003 AHTuTENa K BUpycy renatuta C, IgM (Anti-HCV IgM) 420
11.4.A1.201 A26.06.043.002.001 |AHTUTENA K BUpYcy renatuta D, cymmapHble (Anti-HDV) 550
11.4.A2.201 A26.06.043.001 AHTUTEna K Bupycy renatuta D, IgM (Anti-HDV IgM) 550
11.5.A2.201 A26.06.044.001 AHTUTEena K Bupycy renatuta E, IgM (Anti-HEV IgM) 550
11.5.A1.201 A26.06.044.002 AHTUTENa K BUpycy renatuta E, 19G (Anti-HEV 1gG) 550
11.7.A1.201 |A26.06.049.001 |BWY (aHTWTENa 1 aHTUrEHD) 395
11.6.A1.201 A26.06.082.012 Mukpopeakumsi Ha cudpmnnc kayecteeHHo (RPR) 230
11.6.A6.201 A26.06.082.001 Mwukpopeakumus Ha cudpunumc, nonykonmyectBeHHo (RPR) 200
11.6.A2.201 A26.06.082.003 Peakuusa naccmsHom remarrnotnuHaumm Ha cucpmunuc (PTCA), 320
Ka4yeCTBEHHO
11.6.A3.201 A26.06.082.011 Peakuusa naccmsHom remarrnotnHaumm Ha cucpmunuc (PTCA), 280
NonyKonuyecTBEeHHO
11.6.A4.201 A26.06.082.002 AHTUTENa K 6negHon TpenoHeme (T.pallidum),cym. 315




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

11.6.A5.201 A26.06.082.009 AHTUTENA K BnegHon TpenoHeme (Treponema pallidum), IgM 675

11.6.A8.201 A26.06.082.010 AHTUTENA K BnegHon TpenoHeme (aHTureH TmpA), IgG 380

11.38.A1.201 A26.06.087 AHTUTENA K aHTUreHam T-numcpoTponHbix Bupyco (HTLV) 1 1 2 905
TMNOB

11.8.A1.201 A26.06.045.003 AHTUTENa K BMpYycy npoctoro repneca |, Il Tunos (Herpes simplex 495
virus |, II), IgM

11.8.A2.201 A26.06.045.004 AHTUTENa K BMpYycy npocToro repneca |, Il Tunos (Herpes simplex 505
virus |, II), IgG

50.0.H75.201 A26.06.046.002 AsuaHocTb IgG k Bupycy npoctoro reprneca |, Il Tunos (Herpes 815
simplex virus |, Il) (BkntoyaeT onpeneneHne aHTUTEN K BUpyCy
npoctoro repneca |, Il Tunos, 1gG)

11.8.D1.201 A26.06.045.003.001 |AHTMTENA K BUpYCY npocToro repneca |, Il Tunoe (Herpes simplex 2310
virus 1, 1), IgM (nmmMyHOBNOT)

11.8.D02.201 A26.06.046.002.001 |AHTMTENA K BUpYCY npocToro repneca |, Il Tunoe (Herpes simplex 2310
virus |, 1), IgG (uMmyHOGOT)

11.8.A4.201 A26.06.045.005 AHTUTEnNa K BMpycy npocTtoro repneca | Tuna 495
(Herpes simplex virus 1), IgM

11.8.A5.201 A26.06.045.001 AHTUTENA K BUpYCy npocToro repneca | Tuna (Herpes simplex 655
virus 1), IgG

11.8.A6.201 A26.06.045.006 AHTUTENa K BMpycy npoctoro repneca Il Tuna 560
(Herpes simplex virus 1), IgM

11.8.A7.201 A26.06.045.002 AHTUTEnNa K BMpycy npoctoro repneca Il Tuna 655
(Herpes simplex virus Il), IgG

11.8.A8.201 A26.06.047.001 AHTuTena K Bupycy repneca VI tuna (Human herpes virus VI), IgG 555

11.49.A1.201 A26.06.084.002 AHTUTENa K BUpycy Bapuuenna-3octep (Varicella-Zoster), IgM 540

11.49.A2.201 A26.06.084.003 AHTUTENa K BUpycy Bapuuenna-3octep (Varicella-Zoster), IgA 1230

11.49.A3.201 A26.06.084.001 AHTUTENAa K BUpYycy Bapuuenna-3octep (Varicella-Zoster), IgG 495

11.10.A1.201 A26.06.029.001 AHTUTENA K KAancugHoOMy aHTUreHy Bupyca JnwrteriHa-bapp 585
(Epstein-Barr virus VCA), IgM

11.10.A2.201 A26.06.029.002 AHTUTENA K KAancugHoOMy aHTUreHy Bupyca JnwrteriHa-bapp 620
(Epstein-Barr virus VCA), IgG

11.10.A8.201 A26.06.030 AHTUTENA K paHHEMY aHTUreHy Bupyca JnwrtenHa-bapp (Epstein- 655
Barr virus EA), IgG

11.10.A7.201 A26.06.031 AHTUTENA K AAEepPHOMY aHTUreHy Bupyca JnwrtenHa-bapp (Epstein- 565
Barr virus EBNA), IgG

50.0.H76.201 A26.06.029.003 AsugHocTb IgG k Bupycy 3nwrteriHa-bapp (Epstein-Barr virus) 770
(BkNtoYaeT onpeneneHne aHTMTEN K KancuaHOMY aHTUreHy Bupyca
OnwreriHa-bapp, 1gG)

11.10.D1.201 A26.06.028.001 AHTUTENa K BMpycy OnwrerHa-bapp (Epstein-Barr virus), IgM 2310
(MMMYyHOBN0T)

11.10.D2.201 A26.06.028.002 AHTUTENa K BMpycy OnwTerHa-bapp (Epstein-Barr virus), IgG 2310
(MMMYHOBN0T)

11.9.A1.201 A26.06.022.002 AHTUTENA K untTomeranosupycy (Cytomegalovirus), IgM 495

11.9.A2.201 A26.06.022.001 AHTUTENA K unTomeranosupycy (Cytomegalovirus), IgG 475

50.0.H74.201 A26.06.022.003 ABugHocTb IgG k untomeranoeupycy (Cytomegalovirus) 1215

(BKIKOMaAET onpegeneHne aHTuTen K uutomeranosupycy, 1gG)




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
uccregoBaHusA (n.804H)
11.9.D2.201 A26.06.022.005 AHTUTENa K untomeranosupycy (Cytomegalovirus), IgG 1450
(MMMyHOBNOT)
11.11.A1.201 A26.06.071.002 AHTUTENA K BUpYCY KpacHyxu, IgM 565
11.11.A2.201 A26.06.071.001 AHTUTENA K BUPYCY KpacHyxu, IgG 565
50.0.H77.201 A26.06.071.003 AsngHocTb IgG K BMpYCY KpacHyxu (BKMoYaeT onpegeneHme 940
aHTUTesN K BUPYCY KpacHyxu, 1gG)
11.11.D1.201 A26.06.071.004 AHTUTENA K BUPYCY KpacHyxu, IgG (MMMyHOGOT) 2970
11.19.A1.201 A26.06.081.002 AHTuTENa K ToKconnaame (Toxoplasma gondii), IgM 430
11.19.A4.201 A26.06.081.004 AHTUTENa K Tokconnasme (Toxoplasma gondii), IgA 445
11.19.A2.201 A26.06.081.001 AHTMTENA K ToKconnaame (Toxoplasma gondii), IgG 430
50.0.H78.201 A26.06.081.003 AsungHocTb IgG k Tokconnasme (Toxoplasma gondii) (BkntovaeT 1080
onpefgeneHve aHTUTen K Tokconnasme, 1gG)
11.26.A2.201 A26.06.063.002 AHTUTENA K Nnapsosupycy (Parvovirus) B19, IgM 1445
11.26.A1.201 A26.06.063.001 AHTUTENA K NnapeoBupycy (Parvovirus) B19, IgG 2265
11.12.A2.201 |A26.06.056.001 |AHTUTEna k BUpYycy kopu, IgG 1250
11.13.A1.201 A26.06.112.002 AHTUTENA K BUPYCY aNMaemMmnyeckoro naporura, IlgM 865
11.13.A2.201 A26.06.112.001 AHTUTENA K BUpYCY anngemMuyeckoro napotuta, IlgG 865
11.33.A1.201 A26.06.103.001 AHTMTENA K KOKITHOLLHOMY TOKCUHY, IgA 950
11.33.A2.201 A26.06.103.002 AHTUTENA K KOKIMOLLHOMY TOKCUHY, IgG 950
11.33.D1.201 A26.06.102 AHTUTENA K BO3OyauTEnsam KoknioLwwa u napakoknowa (Bordetella 1450
pertussis, Bordetella parapertussis), cymmapHbie (PI1TA)
NonyKonuyeCcTBEHHO
11.51.A3.201 A26.06.005.001 AHTuTENa K AgeHosupycy (Adenoviridae), IgM 730
11.51.A1.201 A26.06.005.003 AHnTuTena Kk AgeHosupycy (Adenoviridae), IgA 810
11.51.A2.201 A26.06.005.002 AHTuTENna K AgeHosupycy (Adenoviridae), IgG 810
11.28.A1.201 A26.06.104.001 AHTUTENA K BO3byautento andptepumn (Corynebacterium 1055
diphtheriae)
11.28.A2.201 A26.06.105 AHTUTENa K Bo3dyautento ctonbHska (Clostridium tetani) 1055
11.15.A8 A26.06.018.003.001 |AHTMTENA K Oenky TennoBoro woka Chlamydia trachomatis (Anti- 570
cHSP60), IgG
11.15.A2.201 A26.06.018.002 AHTuTena Kk xnammgum (Chlamydia trachomatis), IgM 440
11.15.A1.201 A26.06.018.001 AHnTuTena Kk xnammgum (Chlamydia trachomatis), IgA 420
11.15.A3.201 A26.06.018.003 AHnTuTena Kk xnammgum (Chlamydia trachomatis), 1gG 440
11.15.A5.201 A26.06.016.001 AHnTuTena K xnammgodune (Chlamydophila pneumoniae), IgM 430
11.15.A4.201 A26.06.016.002 AHTuTENa K Xxnammgodune (Chlamydophila pneumoniae), IgA 450
11.15.A6.201 A26.06.016.003 AHnTuTena K xnammgodune (Chlamydophila pneumoniae), IgG 485
11.16.A1.201 A26.06.057.004 AHTUTENa K Mukonnasme (Mycoplasma hominis), IgA 550
11.16.A3.201 A26.06.057.005 AHTuTENa K Mnkonnaame (Mycoplasma hominis), IgG 515
11.16.A6.201 A26.06.057.001 AHTUTENa K Mukonnasme (Mycoplasma pneumoniae), IgM 585
11.16.A4.201 A26.06.057.002 AHTuTENa K Mmkonnaame (Mycoplasma pneumoniae), IgA 695
11.16.A5.201 A26.06.057.003 AHTUTENa K MUKonnasme (Mycoplasma pneumoniae), IgG 585
11.17.A1.201 A26.20.005.001 AHTUTENa K ypeannaame (Ureaplasma urealyticum), IgA 440
11.17.A3.201 A26.20.005.002 AHTuTENa K ypeannaame (Ureaplasma urealyticum), IgG 445




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
uccregoBaHusA (n.804H)
11.18.A1.201 |A26.06.015.001 |AHTuTena k TpuxomoHage (Trichomonas vaginalis), IgG. 365
11.21.A3.201 A26.06.006.001 AHTuTENna K KaHamge (Candida albicans), IgM 665
11.21.A1.201 A26.06.006.002 AHnTuTena Kk kaHamnge (Candida albicans), IgA 670
11.21.A2.201 A26.06.006.003 AHTuTEna K kKangmge (Candida albicans), IgG 800
11.47.A2.201 |A26.06.006.004 |AHTuTena k acneprunnam (Aspergillus fumigatus),lgG 580
11.23.A1.201 A26.06.094.001 AHTUTENA K MnKkoGakTepuam TyGepkynesa (Mycobacterium 845
tuberculosis), cymmapHbie

11.25.A1.201 A26.06.051.001 AHTUTENa K nernoHennam (Legionella pneumophila), cymmapHsie 905
11.39.A1.201 A26.06.012.005 AHTuTEna K 6pyuenne (Brucella), IgA 610
11.39.A2.201 A26.06.012.006 AHnTuTena K 6pyuenne (Brucella ), IgG 610
11.40.A1.201 A26.06.088.001 AHTUTENA K BUPYCY KrneweBoro aHuedanura, IgM 705
11.40.A2.201 A26.06.088.002 AHTUTENA K BUPYCY KrneLwleBoro aHuedanura, IgG 630
11.24.A1.201 A26.06.011.001 AHTUTENa K 6oppenusam (Borrelia burgdorferi), IgM 625
11.24.A2.201 A26.06.011.002 AHTuTENa K 6oppenuam (Borrelia burgdorferi), IgG 625
11.24.D1.201 A26.06.011.004 AHTUTENa K 6oppenuam (Borrelia), IgM (MMMyHOGOT) 2120
11.24.D2.201 A26.06.011.005 AHnTuTEna K 6oppenunam (Borrelia), IgG (MMmyHOBn0T) 2220
11.20.A16 A26.06.122.002 AHTUTENA K aHn3akmgam (Anisakis), IgG 800
11.20.A10.201 A26.06.062.002 AHTuTENa K onuctopxam (Opisthorchis felineus), IgM 815
11.20.A1.201 A26.06.062.001 AHTuTEna Kk onuctopxam (Opisthorchis felineus), IgG 655
11.20.A14.201 A09.05.074.004 UNK, cogepxawme aHTUreHbl ONUCTOPXOB 675
11.20.A2.201 A26.06.024 AHTUTENA K axmHokokkam (Echinococcus granulosus), IgG 800
11.20.A3.201 A26.06.080.001 AHTUTENA K TOKCOKapam (Toxocara canis), 1IgG 485
11.20.A30 A26.06.080.002 AHTUTENA K TOKCOKapam (Toxocara canis), 1gG, TnTp 1300
11.20.A4.201 A26.06.079.001 AHTuTENa K TpuxmHennam (Trichinella spiralis), 1IgG 540
11.20.A5.201 A26.06.124.001 AHTUTENA K WnctocoMam (Schistosoma mansoni), IgG 875
11.20.A6.201 A26.06.123.001 AHTUTenNa K yrpyuam kuwedHbiM (Strongyloides stercoralis), IgG 1055
11.20.A7.201 A26.06.122.001 AHTUTENA K UMCTULEpKam cBmHoro uenHs (Taenia solium), 1gG 840
11.20.A8.201 A26.06.125.001 AHTUTENa K NneyeHo4YHbIM cocanblymkam (Fasciola hepatica), IgG 750
11.20.A12.201 A26.06.121.001 AHTUTENA K ackapugam (Ascaris lumbricoides), IgG 805
11.20.A13.201 A26.06.120.001 AHTUTENA K KnoHopxaM (Clonorchis sinensis), IgG 655
11.22.A1.201 A26.06.032.001 AHTUTENA K Nambnumam (Lamblia intestinalis), cymmapHbie 695
11.22.A2.201 A26.06.032.002 AHTUTENa K Nambnusm (Lamblia intestinalis), IgM 505
11.41.A1.201 A26.06.026.001 AHTUTENa K amebe gmseHTepunHon (Entamoeba histolytica), IgG 835
11.30.A1.201 |A26.06.053.001 IAHTVITeJ'Ia K neriwmanum (Leishmania infantum), cymmapHsble 810
11.14.A3.201 A26.06.033.003 AHTUTENA K XenukobakTepy (Helicobacter pylori), IgM 725
11.14.A2.201 A26.06.033.001 AHTUTENA K XenukobakTepy (Helicobacter pylori), IgA 725
11.14.A1.201 A26.06.033.002 AHTUTENA K Xenukobaktepy (Helicobacter pylori), IgG 375




Cov2 (Abbott, CLLA, pe3ynbTaTt Ha aHIMIACKOM U PyCCKOM

Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

11.35.D1.201 |A26.06.097.001 |AHTuTena k wurennam (Shigella flexneri |-V, Shigella sonnei) [ 1110

11.32.D1.201 A26.06.093.001 AHnTuTena K nepcunuam (Yersinia enterocolitica), IgA; IgG 1625

11.32.A1 A26.06.094.002 AHTUTENa K Bo3Oyautento nceegotybepkynesa (Yersinia 650
pseudotuberculosis), PIMTA, Tutp

11.36.A1.201 |A26.06.077.001 |AHTUTEna k canbMorennam (Salmonella) A, B, C1, C2, D, E | 655

11.37.A1.201 A26.06.077.002 AHTUTENA K Vi-aHTureHy Bobyautensa optoiHoro Tudga 655
(Salmonella typhi)

11.46.A1.201 |A26.06.019.001 | AHTuTena k Bupycy Kokcaku (Coxsackievirus), IgM | 1680

11.34.A1.201 |A26.06.109 | AHTUTEena k MeHuHrokokky (Neisseria meningitidis) | 1650

11.52.A2 A26.06.067.001 AHTUTENa K pecnupaTtopHo-cnHunTnansHomy supycy (RSV) IgG 1220

11.52.A3 A26.06.067.002 AHTUTENa K pecnupaTopHo-cnHumMTnansHomy supycy (RSV) IgM 1220

11.57.A16 A26.06.057.007 AHTtuTena IgG k S-6enky kopoHaBupyca SARS-CoV-2 (BekTtop- 900
Bect, Poccus)

11.57.A5 A26.06.057.008 AHTuTena IgM k S- n N-6enkam kopoHasupyca SARS-CoV-2 900
(MDA, Poccust), nonykonmu.

11.57.A14 A26.06.057.012 AnTtutena IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS- 1045
Cov2 (Abbott, CLLIA), konnu.

50.0.H204 A26.06.057.013 AHTtuTena IgG k RBD pomeHy S 1 6enka kopoHasupyca SARS- 1115

F|3bIKaXi, KOJINY.

15.0.D1.309 A08.20.012 LinTonornyeckoe nccnegoBaHne oToensaemMoro Bnaranua 600

15.0.D2.310 A08.20.017 LinTonornyeckoe nccnegoBaHne cockoba ¢ ek MaTku 485

15.0.D03.311 A08.20.017.001 LinTonornyeckoe nccnegopaHne cockoba 13 LepBuKkanbHOro 485
KaHana

15.0.D15.301 A08.20.017.003 LinTonornyeckoe nccnegoBaHne cMeLlLaHHOro cockoba ¢ Lenku 650
MaTKu U U3 LepBUKanbHOro KaHana

15.0.D04.111 A08.20.004 LinTonorndyeckoe nccnegoBaHne acnmpaTa U3 nofiocTy MaTku 600

15.0.D5.102 A08.09.011 LinTonornyeckoe nccnegoBaHne MokpoTbl 665

15.0.D6.603 A08.09.010 LinTonornyeckoe nccnegoBaHne nieBpanbHON XXNOKOCTU 520

15.0.D07.605 A08.30.031.002 LinTonornyeckoe nccnegoBaHne nepukapamanbHOm XUOKOCTH 475

15.1.D28 A08.30.031.003 LnTonornyeckoe nccnegoBaHne acuMTUHECKOM KNOKOCTH 510

15.0.D10.703 A08.30.003.001 LinTonornyeckoe nccnegoBaHune NyHKTaToB APYrMX OPraHoB 1 680
TKaHen

15.0.D8.701 A08.20.015.003 LinTonornyeckoe nccnegoBaHme NyHKTaToB MOSIOYHOM Xenesbl 570

15.0.D9.701 A08.20.015.002 LinTonornyeckoe nccnegoBaHne oTAeNAeMOro MOfIo4HOM Xenesbl 535

15.0.D19.313 A08.16.007.001 LinTonornyeckoe nccnegoBaHne 3HOOCKOMMYECKOro Matepuana 720
Ha Helicobacter pylori

15.0.D11.313 A08.17.002.001 LinTonornyeckoe nccnegoBaHne 3HOOCKOMMYECKOro Matepuana 510




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)

15.0.D12.120 A08.17.002.002 LinTonornyeckoe nccnegosaHne matepuana, nosly4eHHOro npum 510
XNPYypruyecknx BMeLlaTenscTBax

15.0.D24.121 A08.28.012.001 LinTonornyeckoe nccnegoBaHne ocagka Moyu 555

15.0.D9.702 A08.22.004 LinTonorndeckoe nccnegoBaHme NyHKTaToOB LUNMTOBUOHOW Xernesbl 535

15.0.023.122 A08.01.002 LinTonornyeckoe nccnegoBaHne HoBOOOpa3oBaHWIA KOXK 610

15.0.D13.121 A08.30.028.001 LinTonornyeckoe nccnegoBaHne cockoboB M OTNEYaTkoB 485

15.1.025 A08.30.007 lMepecmoTp roToBbIX LUTOSOrMYECKMNX NpenapaTos (BTopoe 610
MHeHue),1 Nokyc

15.1.D26 A08.20.017.006 MAN-TecT (uMTONOrMYECKOE UCCeAOBaHNE CMELLAHHOIO Cockoba 1030
C LUENKN MaTKN W LepBUKanbHOro kaHana)

15.1.D18 A08.20.017.005 MA-TecT (uMTONOrM4YEeCcKoe UccrneaoBaHne COCKOOOB LLIEKN 1185
MaTKu 1 LepBUKanbHOro KaHana; 2 ctekna

15.0.D021.900 A08.20.017.002.001 |2KugkocTHas LMTonorus 1800

15.2.A16 A08.30.038.001 KomnnekcHoe nccnegoBaHme: koakenpecenst p16 mn Ki67 (CINtec 9400
PLUS) n xunakoctHasa uutonorus (MAIM — TecT)

15.0.D20.900 A08.20.017.002.003 |CKpUHMHT paKa LUekn MaTKkun (KnakocTtHasa uutonorus) ¢ BMN4Y- 3780
Tectom (ROCHE COBAS4800)

15.2.D2 A08.20.015.004 KunpkocTHasa UMTONOrNSA NYHKTATOB MOMO4YHON »ene3sbl 1585

16.0.A3.110 A08.21.001 Buoncusa npegcratensHon xenesbl MynbTudoKanbHas 9645
(rmcTonorndeckoe nccnegoBaHne marepuana)

16.0.A7.110 A08.16.002.003 MmcTonormnyeckoe nccnegoBaHne SHAOCKONMYECKOro MaTtepmana 2310
»xenyaka ¢ BbisBneHnem Helicobacter pylori, LDG

16.0.A18.110 B01.030.001.010 4000
KoHcynbTaumsa rotoebix npenapatoB (1 nokyc)

16.1.A66 B01.030.001.011 KoHcynbTauma rotoBbix npenapaTos (1 nokyc, Ao 5 ctekon), LDG 5475

16.1.A47 B01.030.001.009 Second Opinion - kKOHCYNbTaUMA roToBoro cry4vas (4o 12 cTékorn; 11520
Unim)

16.0.A8.110 A08.20.003.003 "'mcTonormnyeckoe nccnegoBaHne aHAOMETpUs (B T.4. nannesnb- 2355
ouoncus), LDG

16.1.A53 A08.20.003.004 KomnnekcHoe rucronormyeckoe nccnegoBaHne aHAoOMeTpus ¢ 4305
nonvnowm (2 koHTernHepa), LDG

16.0.A24.110 A08.30.001 ["'McTonornyeckoe nccnegoBaHme niayeHTbl 7445

16.1.A4 A08.16.002.001 'McTonormnyeckoe nccrnegoBaHne 3HOOCKONUYECKOro Matepmnana 4825
xenygka (OLGA, 3 koHTenHepa: Teno, yron, aHTparnbHbIA OTAeN
»xenyaka), LDG

16.1.A5 A08.20.003.005 MmcTonornyeckoe uccnegoBaHue matepuana POB (pasgenbHoe 4325
AunarHocTuyeckoe BbickabnueaHue: NonocTb MaTKu,
LiepBuKanbHbIN KaHan, 2 koHTenHepa), LDG

16.1.A6 A08.17.001 'McTonornyeckoe nccrnegoBaHne 3HOOCKONUYECKOro Matepmana 4900
KMLLEYHMKa Npu BOCNanuTeNbHbIX 3ab01eBaHusAX (NecTHUYHas
Buoncus, Heckonbko KoHTerHepoB), LDG

16.0.H1 A08.20.003.006 KomnnekcHoe rucronormyeckoe n uMmyHornctoxmmmdeckoe (UMX) 5625
nccnegoBaHue GuoncumHoro matepuana aHgometpua (CD138),
LDG

16.1.A42 A08.30.046.012 'McTonornyeckoe nccrnegoBaHne 3HLOCKONUYECKOro Matepmnana 2700
npocrtoe (4o 3-X KyCOYKOB) NULLIEBOAA, XKenyaka, KULLKK, BpoHXa,
roptaHu, Tpaxen (Unim)

16.1.A40 A08.30.046.013 MmcTonormnyeckoe nccnegoBaHne SHAOCKONMYECKOro MaTtepmana 3450

(monun 6onee 2 cm; Unim)




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

16.1.A41 A08.30.046.014 MmcTonormnyeckoe nccnenoBaHne aHAOCKONMYECKOro MaTtepmana 3450
cnoxHoe (bonee 3 KYCOYKOB) NULLIEBOAA, XXENyaKa, KALLIKK,
OpoHxa, roptanu, Tpaxeun (Unim)

16.1.A45 A08.16.002.004 'mcTonornyeckoe uccnegoBaHue nocre MyrnbTugokansHoN 8125
Guoncum xenygka ¢ OLEHKOM No Knaccudmkauum
OLGA/OLGIM+H.pylori (Unim)

16.1.A44 A08.30.046.023 KomnnekcHoe rmcronormyeckoe uccnegoBaHne marepuana nocne 10725
3HOockonuu/ KonoHockonuu (4 n 6onee kKoHTeHepa, 3a 04HO
BMeLlaTenscTBo), Unim

16.1.A43 A08.30.046.015 'McTonormnyeckoe nccrnegoBaHne 3HOOCKONUYECKOro Matepmnana 4700
npocrtoe (8o 3-x Kyco4vkoB) + BbisiBrneHne Helicobacter pylori 3a
cnyyan (Unim)

16.1.A50 A08.01.001.003 'mcTonormnyeckoe uccnegoBaHne 6GUONCUMIAHOIO 1 ONEpPaLUOHHOMO 5055
MaTtepurana KoXHbIX U MOAKOXHbIX HOBOOOpasoBaHun, Unim

16.1.A54 A08.30.046.016 ['mcTonornyeckoe uccrnegoBaHne onepauyoHHOro Matepuana 4715
knacca UN-1 (Unim)

16.1.A55 A08.05.002.003 [ekanbunHaums npm rmcTonorM4eckoM UccrnegoBaHmMm KOCTHOM 1910
unun xpsuweson TkaHm (Unim)

16.1.A25 A08.30.046.017 "'mcTonormnyeckoe nccnegoBaHue GruoncuiiHoro (1 parMeHT) 1 2650
NYHKUMOHHOrO (40 2 cTonbumkoB B 1 KOHTENHEpPEe) MaTepuana,
cockoboB (1 koHTenHep) (Unim)

16.1.A49 A08.20.002.001 MmcTonormnyeckoe nccnegoBaHne cockoba LiepBrKanbHOro KaHana 4685
+ rucrtonornyeckoe nccrnegosaHne cockoba sHgomeTpus/
rmcTonormyeckoe ncecnegosaHue uoncum werikn maTtkm (Unim)

16.1.A51 A08.20.003.007 KomnnekcHoe rucronormyeckoe n uMmyHornctoxmmmdeckoe (UMX) 7125
nccrnegoBaHne npu Noao3peHnn Ha XPOHUYECKUIA SHOAOMETPUT
(CD138), Unim

16.1.A52 A08.20.009.003 "'mcTonormnyeckoe nccnegoBaHne GUONCUIAHONO, MYHKLUMOHHOTO 17200
mMartepuana n cockobos + [JuarHoctmka MeTodoMm
nmmyHoructoxmmmm (UMX) npu pake MonovHom xernesol - 4
peakumn (ER, PR, Ki-67, HER2), Unim

16.1.A56 A08.30.046.019 ['mcTonornyeckoe uccrnegoBaHne onepauyuoHHOro Matepuana 6200
knacca UN-2 (Unim)

16.1.A57 A08.30.046.020 'mcTonornyeckoe uccrnegoBaHne onepauyoHHOro Matepuana 10000
knacca UN-3 (Unim)

16.1.A58 A08.30.046.021 'mcTonornyeckoe uccrnegoBaHne onepaunuoHHOro Matepuana 19040
knacca UN-4 (Unim)

16.1.A59 A08.30.046.022 'mcTonornyeckoe uccrnegoBaHne onepaunoHHOro Matepuana 29260
knacca UN-5 (Unim)

16.1.A60 A08.21.001.004 Buoncusa npeacratenbHON xenesbl MynbTUdoKanbHas 11280
(rnctonornyeckoe nccnegosaHne matepunana), Hadassah

16.1.A61 A08.30.046 'mcTonornyeckoe nccnegoBaHue GuoncuiHoro marepuana (1 2645
KOHTenHep), Hadassah

16.1.A62 B01.030.001.001 KoHcynbTaums rotoBbix npenapatos (1 nokyc, o 10 crekon), 4600
Hadassah

16.1.A63 A08.20.009.005 KomnnekcHoe ructonornyeckoe n MmyHornctoxummdeckoe (UIMX) 16060
nccrnegoBaHune npu onyxonn mosnoyvHon xenesbl (4 peakumm (ER,
PR, Ki-67, HER2)), Hadassah

16.1.A64 A08.30.006.020 WMarotoeneHne 1 mukponpenapara, Hadassah 3510

16.0.A28 A08.30.046.008 Onpeaenexnne Hanuuna amunonaa B rmcTornorm4eckom 2050

npenaparte, LDG




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
16.0.A20.110 A08.22.003 'mcTonormyeckoe uccnegoBaHue NyHKUUMOHHOMO MaTepuana 1930
LWMTOBUOHON ernesbl
16.0.A21.110 A08.20.009 'McTonornyeckoe uccnegoBaHue NyHKUMOHHOMO MaTepuana 4560
MOMo4YHOM xenesbl, Hadassah
16.0.A22.110 A08.28.005 'mcTonornyeckoe uccnegoBaHue NyHKUWMOHHOMO Matepuana noyek 1930
16.0.A23.110 A08.14.001 M'McTonornyeckoe uccnegoBaHue NyHKUMOHHOMO MaTepuana 1930
neYyeHu
16.2.A2 A08.20.009.004 IMX onyxonn monoyHowm xenesbl (PR/ER/Ki67/Her2 neu) 14300
16.2.A4 A08.20.003.008 IMX peuenTopHoOro cratyca sHOOMETpus, cTaHaapTHoe (dasa 11780
cekpeummn (ER/PR/CD138/CD56))
16.2.A3 A08.20.003.009 UIMX peuenTopHOro cratyca sHOOMETpus, paclumpeHHoe (asa 14275
cekpeumn (ER/PR/CD138/CD56/LIF))
16.2.A5 A08.20.003.010 UIMX gnarHocTuka XpoHMYeckoro aHaomeTpuTa (dasa 11975
nponudepaunn (CD20/CD138/CD56/HLA-DR))
16.2.A1 A08.21.001.005 X onyxonu npeactatensHon xenesbl (Ck5/P63/AMACR) 13800
16.2.A24 A08.30.013.023 KomnnekcHoe UIMX nccneposaHune 32100
16.2.A21 A08.30.013.005 MIMMyHornctoxmmmnyeckoe nccnegosandme, ALK 14600
16.2.A20 A08.30.013.001 MMmyHornctoxummdeckoe nccnegosadne, HER2 neu 6585
16.2.A23 A08.30.039.004 MIMMyHornctoxmmmnyeckoe nccnegosandue, PD-L1 11970
16.2.A22 A08.30.013.022 MIMMyHornctoxmmmnyeckoe nccnegosaHme, ROS1 14200
16.2.A15 A08.30.013.009 UI'X nporHocTnyecknn mapkep (1 aHtuTeno) 10875
16.2.A16 A08.30.013.010 MIX nporHocTn4ecknii mapkep (2 aHtutena) 20800
16.2.A17 A08.30.013.011 UI'X nporHocTnyeckni mapkep (3 aHturtena) 31820
16.0.A10.110 A08.30.013.012 UI'X nccnegoBaHue (1 aHTUTENO) 6400
16.2.A6 A08.30.013.013 UIX nccnegosanue (2 aHtuTena) 10300
16.2.A7 A08.30.013.014 UIMX nccnepgoeanue (3 aHtutena) 12950
16.2.A8 A08.30.013.015 UIX nccnegosanue (4 aHtutena) 15600
16.2.A9 A08.30.013.016 UIM'X nccnegoeanue (5 aHtuten) 16900
16.2.A10 A08.30.013.017 UI"X nccnegosaxue (6 aHtuten) 20800
16.2.A11 A08.30.013.018 UIM'X nccnegoeanue (7 aHTuTen) 23685
16.2.A12 A08.30.013.019 UI"X nccnegosaxue (8 aHtuten) 25300
16.2.A13 A08.30.013.020 IM'X nccnegoeanue (9 aHtuten) 29725
16.2.A14 A08.30.013.021 UIX nccnegosanue (10 aHTuTeN) 32100
16.1.A7 A08.30.006.014 JononHuTteneHoe narotoeneHne 1 Mukponpenapara 1200
16.1.A8 A08.30.006.015 [ononHuTenbHoe N3roToBeHne 2 MUKponpenapaToB 1855
16.1.A9 A08.30.006.016 [ononHuTensHoOEe N3roToBneHne 3 MMKponpenapaTtos 2475
16.1.A1 A08.30.006.017 [ononHuTenbHoe U3roToBneHne 5 MMkponpenapaToB 2685
16.1.A2 A08.30.006.018 JononHuTtenbHoe n3rotoBrneHne Mukponpenaparta (6-10) 5100
16.1.A3 A08.30.006.019 [ononHuTtenbHoe narotoBneHne mukponpenapara (ot 10) 11645
16.1.A23 A08.30.006.012 Mepes3anuBka 6roka ¢ N3roTOBIEHWEM OOHOMO MMCTONOMMYECKOro 1200
ctekna (Unim)
16.1.A24 A08.30.006.013 [opeska ogHoro cteknonpenapara ns 6noka (Unim) 475
16.2.A25 A08.30.013.032 UI'X nccnegosanue (1 aHtuteno), Unim 5620
16.2.A44 A08.30.013.034 NI'X nccnepoeanue (ao 4 aHtuten), Unim 13600
16.2.A43 A08.30.013.035 UIX nccnegosanue (5-10 antuten), Unim 23550
16.2.A42 A08.30.013.036 UI"'X nccnepgoeanue (6onee 10 aHtuten), Unim 37000
16.2.A26 A08.30.013.033 UIX nccnegosanue (2 antutena), Hadassah 7100
16.2.A27 A08.30.013.024 UIM'X nccnepoeanue (3 antutena), Hadassah 12200
16.2.A28 A08.30.013.025 UIX nccnegosanue (4 antutena), Hadassah 15250
16.2.A29 A08.30.013.026 UI'X nccnepoeanue (5 aHtuten), Hadassah 16800
16.2.A30 A08.30.013.027 UIX nccneposaxue (6 aHtuten), Hadassah 18260




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
16.2.A31 A08.30.013.028 UI'X nccnegosanwue (7 aHtuten), Hadassah 20550
16.2.A32 A08.30.013.029 UIM'X nccnepgoeanue (8 aHtuten), Hadassah 24000
16.2.A33 A08.30.013.030 UI'X nccnegosanue (9 antuten), Hadassah 27400
16.2.A34 A08.30.013.031 UI'X nccnegoeanue (10 antuten), Hadassah 29700
16.2.A36 A08.20.009.006 UIMX onyxonn mono4Hom xenesbl (PR/ER/Ki67/Her2 neu), 12870
Hadassah
16.2.A35 A08.21.001.006 UIMX onyxonu npeactatensHom xenesbl (Ck5/P63/AMACR), 12700
Hadassah
16.2.A37 A08.30.039.002 MIMMYHOrMCTOXMMUYECKOE NCcrenoBaHne, onpeaeneHmne 16450
akcnpeccun PDL1 (knoH SP263), Hadassah
16.2.A41 A08.30.039.003 MIMMYHOrMCTOXMMUYECKOE NCccrnenoBaHne, onpeaeneHmne 16450
akcnpeccun PDL1 (knoH SP142), Hadassah
16.2.A39 A08.30.013.002 MmmyHornctoxmmmnyeckoe nccnegosanne, HER2 neu, Hadassah 5075
16.2.A40 A08.30.006.001 KoHncynbtaumsa nepeg UIMX (go 10 ctekon), Hadassah 2035
7.3.D01.201 B03.032.002.002 MpeHaTanbHbIN CKPpUHKUHT | TpuMecTpa 6epemeHHocTn PRISCA 1610
(10-13 Hepenb; 3akntodeHne Bpada KI1[ no nccnepoBartenbckomy
OTYETY): aCCOLUNPOBAHHBIN C BepeMeHHOCTLI0 NpoTenH A (PAPP-
A), cBobogHaga cybbegmHumua 6eta-XMy
7.3.02.201 B03.032.002.001 MpeHaTanbHbI ckpUHUHT |l TpumecTpa 6epemeHHocTn PRISCA 1610
(15-19 Hepenb; 3akntoveHmne Bpada KJ1[ no nccnegoBaTtenbckomy
otyeTy): anbda-dpetonpotenH (API1), obwmi 6eta-XIMd, actpmon
cBOOOOHbLIV
26.3.D1 B03.032.002.003 MpeHaTanbHbIN CKpUHUHT | TpuMecTpa 6epemeHHocT ASTRAIA 3600
(8 Hepenb - 13 Hegenb 6 OH.):
AcCCOLMNPOBaHHbIV ¢ bepeMeHHOCTbIO NpoTenH A (PAPP-A),
CeobogHas cybbeanHuua 6eta-XMy
26.3.D3 A27.20.001.004 MpeHaTanbHbIN CKpUHUHT | TpumMecTpa 6epemerHHocTM ASTRAIA 3795
(8 Hepenb - 13 Hegenb 6 AH.) C pac4eToM puUcka 3afiepXXku pocta
nnoga, p1Mcka npexaeBpeMeHHbIX POAOB U MPesKnamMncmum
26.3.D4 A27.20.001.008 MpeHaTanbHbIN CKpUHUHT | TpumecTpa 6epemerHHocTM ASTRAIA 5445
(8 Hepenb - 13 Hegenb 6 AH.) C pac4eToM puUcka 3aiepXXku pocta
nnoga, pucka npexaeBpeMeHHbIX POAOB M Npeaknamncum (¢
y4yétom PLGF)
26.3.D2 B03.032.002.004 Buoxmmnueckuii ckpuHuHr | TpumecTpa 6epemeHHOCTU ans 3155
nporpammbl ASTRAIA (6e3 pacyeTta puckoB natonoruum nnoga) (8
Hegenb - 13 Hepenb 6 OH.):
AccouununpoBaHHbIv ¢ 6epemMeHHocTbio NpoTenH A (PAPP-A),
CBobogHas cybbeanHmua beta-XIry
26.2.A6 A27.20.001.002 HWMT T21 (FTeHomen): CKPUHUHT 21 XpOMOCOMBI, CUHAPOMa 16800
[ayHa (nccnepoBaTtenbCKkui OTHET)
26.2.A8 A27.20.001.003 HWMC 5 - AHK tecT Ha 5 cuHgpomoB (TeHoMea): CKPpUHUHT 24109
xpomocom 13, 18, 21, moHocomus/Tpucomms X, c-m
KnanHdenbtepal/c-m Akobca (uccnegoBaTenbCkUn 0TYET)
26.2.A7 A27.20.001 HWIMC - 12 cuHapomoB (FeHomen): CKPUHWUHT Xpomocom 13, 18, 32380

21, X, Y y nnoga, HOCUTENbCTBO reHOB HacneaCTBEHHbIX
3aboneBaHui y maTepu (nccnegoBaTenbCKkUi OTYET)




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
26.2.A9 A27.20.001.001 HWMC pacwumpeHHbin (TeHomen): ckpuHUHT Xxpomocom 13, 18, 21, 35700
X, Y, MuKkpogeneuun y nnoga, HOCUTENbCTBO FEHOB
HacrneacTBeHHbIX 3aboneBaHun y maTepu (MccriefoBaTenbCKU
oTYyeT)
26.2.A11 A27.20.001.012 HWMMC First test 21 (First Genetics): ckpyHUHT XpomMocoMbl 21 22300
(nccnepoBaTenbCKUA OTHET)
26.2.A12 A27.20.001.014 HWMC First test light (First Genetics): ckpuHuHr xpomocom 13, 18, 23800
21 (nccnegoBaTenbCKUA OTHET)
26.2.A13 A27.20.001.013 HWIMC First test medium (First Genetics): CKpPUHUHI XpOMOCOMbI 24550
21; moHocomus/Tpucomusa X; c-m KnanHdpenbTepa; c-m
Ixenkobca; XXYY (MccnegoBaTtenbCKuii OTHET)
26.2.A14 A27.20.001.015 HWMMC First test (First Genetics): ckpuHuHr xpomocom 13, 18, 21; 25300
MoHocomus /Tpucomuns X; c-m KnanHdpenbtepa; c-m [xenkobcea;
XXYY imccne,uosaTeanKMVl 0quTi
10.0.A1.201 A09.05.075.001 C3 KOMNOHEHT KOMMNIIEMEHTA 290
10.0.A2.201 A09.05.075.002 C4 KOMMOHEHT KOMMNJIEMEHTA 290
10.0.A3.201 A09.05.054.002 MmmyHorno6bynuH A (IgA) 252
10.0.A4.201 A09.05.054.003 VimmyHorno6ynud M (IgM) 252
10.0.A5.201 A09.05.054.004 MmmyHorno6bynuH G (IgG) 252
10.0.A6.201 A09.05.054.001 MmmyHorno6bynuH E (IgE) 385
10.0.A7.201 A12.06.073 dakTop Hekposa onyxonu (PHO-anbga) 1680
10.0.A8.201 A12.06.002.001 KpunornobynuHsl 1630
10.0.A73.201 A09.05.074 Linpkynupytoimne MMMyHHbIE KOMMNEKChI 1010
10.1.A2.201 A12.05.108.002 ViHTepnenkuH-1b 2160
10.0.A76 A12.05.108.001 WHTepnenkuH-6 (IL-6) 2160
10.1.A3.201 A12.05.108 VIHTepnenkmH-8 2160
10.1.A4.201 A12.05.109 WHTepnenkmH-10 2160
10.0.D1.204 A12.06.047.002 WHTepdepoHoBbIn cTaTyc (3 nokasaTens: CbIBOPOTOYHbIN 3500
NHTEpPdEPOH, MHTepdepoH-ansda, UHTepdEPOH-ramma;
3akntoyeHve Bpada KJ1[ no nccnegoBaTenbCkOMY OTYETY)
10.5.A7 A09.05.035.023 YyBCTBUTENBHOCTb K ANNOKMHY-anbda 730
10.0.A14.204 A09.05.035.024 YyBCTBUTENBHOCTb K AMUKCUHY 730
10.5.A8 A09.05.035.011 YyBCcTBUTENBHOCTL K Apbugony 730
10.0.A15.204 A09.05.035.025 YyBcTBUTENBHOCTL K Karoueny 730
10.0.A16.204 A09.05.035.026 YyBCTBUTENBHOCTL K HEoBMpY 730
10.0.A17.204 A09.05.035.027 YyBCTBUTENBHOCTL K PAocTuHy 730
10.0.A18.204 A09.05.035.022 YyBcTBUTENBHOCTL K LinknodepoHy 730
10.5.A6 A09.05.035.028 YyBCTBUTENBHOCTL K LInTOBMpPY-3 730
10.0.A19.204 A09.05.035.013 YyBCTBMTENBLHOCTL K ManaButy 730
10.0.A20.204 A09.05.035.014 YyBCTBUTEMNLHOCTL K ["€noHy 730
10.6.A12 A09.05.035.015 YyBCTBUTENBHOCTL K M30NPUHO3MNHY 730
10.0.A21.204 A09.05.035.029 YyBCTBUTENBHOCTL K MIMMyHany 730
10.0.A28.204 A09.05.035.016 YyBCTBUTENBHOCTL K MIMMYHOaHyY 730
10.0.A22.204 A09.05.035.017 YyBCTBUTENBHOCTb K MIMMYHOMaKCy 730
10.0.A23.204 A09.05.035.018 YyBCTBUTENBHOCTL K MIMMYHOPUKCY 730
10.0.A24.204 A09.05.035.019 YyBCTBUTENBHOCTL K JInkonugy 730
10.6.A11 A09.05.035.012 YyBCTBUTENBLHOCTL K [NaHaBupy 730
10.0.A25.204 A09.05.035.030 YyBCTBUTENBHOCTbL K IMONNMOKCHMA0HUIO 730




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
10.0.A26.204 A09.05.035.020 YyBCTBUTEMNLHOCTb K TakTUBUHY 730
10.0.A27.204 A09.05.035.021 quCTBVITeJ'IbHOCTb K TmmoreHi 730
9.0.A33.201 A12.06.010.008 AHTUHYKNeapHbIn pakTop Ha kneTodHon nuHun HEp-2 (AH®) 1345
9.0.A34.201 A12.06.061 AHTUTENAa K 3KCTparupyeMomMy siiepHOMY aHTUrEeHY, Kau. 1195
9.0.A3.201 A12.06.061.001 AHTUTENA K 9aepHbIM aHTureHam (ANA) 1065
9.0.A1.201 A12.06.010.007 AHTuTena k asycnupansHon JHK (HatusHomn, a-dsDNA) 970
9.0.A2.201 A12.06.010.001 AHTUTENa K ogHocnupansHon [HK (a-ssDNA) 720
9.0.D4.201 A12.06.010.009 AHTUHYKNeapHble aHTuTena, uMmMyHobnoT (k NRNP/Sm, Sm, SS-A 4400
(SS-A HatmBHbIN), SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-
PCNA, AMA-M2, ANA-Ro0-52, dsDNA, Hykneocomam, rmcToHam,
pubocomansHomy 6enky P)
9.0.D09.201 A12.06.025.001 AHTUTENa Npy nonnummosunTe, uMmyHoonot (Mi-2, Ku, Pm-Scl100, 4600
Pm-Scl75, SPR, Ro-52, Jo-1, PL-7, PL-12, EJ, OJ)
9.0.D010.201 A12.06.025.002 PasBepHyTO€e ceponormyeckoe obcrneaoBaHme npu NnonmMmnosnTe 5800
(AH® Ha Hep-2 kneTkax, ENA-ckpvH, UMMYHOBNOT ayToaHTUTEN
npv NONUMNO3NTE)
9.1.D5 A12.06.025.004 AHTUTENA NPU CUCTEMHON cKrepogepmun (MMMyHobnoT): Scl-70, 4500
CENP A, CENP B, RP11, RP155, Fibrillarin, NOR90, Th/To, Pm-
Scl100, Pm-Scl75, Ku, PDGFR, Ro-52 (SSA-A 52 k[1a)
8.0.A84.201 A12.06.021 AHTUTENA K MUENUHY 4120
9.0.A80.201 A12.06.025 AHTUTENA K cKeneTHbIM Mbiwuam (ACM) 1335
9.0.A81.201 A12.06.021.002 AHTUTENa K akBanopuHy -4 2930
9.0.A82.201 A12.06.074 AHTUTENA K aLeTUNXonMHoBbLIM pelentopamM (AXP) 5200
9.0.A84.201 A12.06.064 AHTUTENa K rmytamatHomy peuentopy NMDA-Tuna 4500
9.0.D11.201 A12.06.021.003 AHTUTENA NpW NapaHeonIacTU4YECKMX CUHAPOMAaXx, MUMMYHOONOT 5815
(k Yo-1, Hu, Ri, CV2, Ma2, amdundunanHy)
9.11.A3 A12.06.021.006 AHTUTENA K MbILLEYHO-Ccneumdmnyeckon TuposnHkmHase (MUSK), 5500
IgG
9.11.A1 A12.06.021.004 [unarHocTurka BocnanuTesnbHbIX NOSIMPaanKyIoOHEBPUTOB 5850
(aHTUTENa Kk raHrnmno3sugam) acnano-GM1, GM1, GM2, GD1a,
GD1b, GQ1a, GQ1b, GT1a knaccos IgGIgM
9.0.D1.201 A12.06.030.001 AHTUTENA K hocdhonunuaam (Kapanonununy, 885
doccaTuamncepuny, ocdatnamnmHosmTony, pochartnannosom
Kncnote), cyMMapHble
9.0.A6.201 A12.06.030.002 AHTUTena knacca IgM k dpocconmnmaam (KapanonunuHy, 960
docdaTtugmncepuny, ocdatnamnmHosnTony, docharTnannosom
Kucnote)
9.0.A7.201 A12.06.030.003 AHTuTEna knacca IgG k dpochonunuaam (KapamonunuHy, 925
doccaTuamncepuny, hocdatnamnmHosmTony, pochartnannosomn
Kucnote)
9.2.D4 A12.06.030.004 AHTUochonunuaHblie aHTUTENa, UMMYHOGMOT (KapANONUMNUH, 5500
6eTa-2-rNMKonpoTenH, aHHEKCUH V, NPOTPOMOWH,
dochaTtunanncepuH, dochartngmnrnvuepon, docdhaTUannxonuH,
docdatmamnataHonamMmuH, ocatnannuHosnTon, gocd. k-ta),
IgG/M
9.0.A46.201 A12.06.029 AHTUTENA K KApANONUNNHY (CyMMapHbIE) 1470
9.2.A3 A12.06.029.003 AHTUTENa K kKapauonunuxy, IgA 1665
9.0.A76.201 A12.06.029.002 AHTUTENA K KapauonunuHy, IgM 1245
9.0.A75.201 A12.06.029.001 AHTUTENA K KapanonunuHy, IgG 960




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
9.0.A18.201 A12.06.051 AHTUTENA K 6ETA2-TNMMKONPOTENHY 1335
9.0.A78.201 A12.06.051.001 AHTUTENA K 6eTa-2-rnukonportemnHy, IgM 1330
9.0.A77.201 A12.06.051.002 AHTUTENA K 6eTa-2-rnukonpoTtenHy, IgG 1310
9.0.A54.201 A12.06.013.001 AHTUTENA K NPOTPOMOUHY, CyMMapHbIe 1430
9.0.A53.201 A12.06.065.002 AHTUTENA K aHHeKcuHy V knacca IgM 1390
9.0.A52.201 A12.06.065.001 AHTUTENA K aHHekcnHy V knacca IgG 1395
9.0.A42.201 A12.06.013 AHTUTENa K TpombouuTam, knacca IgG 2250
9.0.A11.201 A12.06.052 AHTUTEnNa K uMknu4eckomMy umtpynnuHosomy nentugy (ACCP, anti-| 2140
CCP)
9.0.A26.201 A12.06.062 AHTUTENA K UMTPYNIIMHUPOBaHHOMY BUMEHTUHY (aHTU-MCV) 1610
9.0.A19.201 A12.06.063 AHTUKepaTuHoBbIe aHTUTeNna (AKA) 1690
9.0.A20.201 A12.06.024.001 AHTUTENA K 6a3anbHon membpaHe knyboyka (BMK) 1685
9.0.D3.201 A12.06.037.001 AHTUHeNnTpodunbHble UuTonnasmMaTuieckme aHtuTena, IgG 3075
(ANCA), Combi 6 (k npoTeunHase 3, naktodpeppuHy,
MuernonepokcmMaase, anacrase, katencuy G, 6akrepuumgHoMy
Genky, nosbiwaoLemMy npoHuuaemocTs (BPI))
9.0.A89.201 A12.06.037.002 AHTUTENA K UMTONNasme HeMTPomnoB (C ykasaHnem Tuna 1330
CBEYEeHUs - uMTonnasmaTnyeckmi unm nepuHykneapHoii, LAHLIA,
nAHUA), IgG
9.0.A22.201 A12.06.030.008 AHTUTENA K KNeTkam cocyguctoro sHgotenua (HUVEC) 1835
9.4.A1 A12.06.030.009 AHTUTENa K peuenTtopy ocdonunasel A2 - guarHocTuka 2550
MeMbpaHo3Hon HedponaTtuu, IgG
9.0.A21.201 A09.05.075.003 AHnTuTena k C1q dakTopy KoOMnieMeHTa 1325
9.0.A4.201 A12.06.035 AHTUTENa K MutoxoHapusam (AMA-M2), IgG 1490
9.0.A23.201 A12.06.025.003 AHTUTENA K rnagkum Mmbiwuam (AFMA) 1375
9.0.A5.201 A12.06.036.001 AHTUTENA K MMKPOCOMarnbHOM opakumm neveHn n nodek (anti-LKM)| 1480
9.0.D2.201 A12.06.024.003 AHTUTENA K aHTUreHam nevyeHn, UMMyHoOOMOT (K 3610
nupyeaTaerngporeHasHomy komnnekcy(AMA-M2), mukpocomam
neyeHn n novek (LKM-1), untosonsHomy aHtureHy tuna 1 (LC-1),
pacTBOPUMOMY aHTUreHy nedexu (SLA/LP))
9.5.D1 A12.06.024.002 AHTUTENA K aHTUreHam nevyeHn, UMMYHOOOT pacLUMPEHHbIN 3700
(aHTMTena k SLA/LP, LC1, LKM1, PDC-AMA-M2, M2-3E, Sp100,
PML, gp210, SSA/Ro-52), IgG
9.0.A40 A12.06.035.001 AHTUTENa K MuToxoHapusam (AMA, M1-M9) IgG, HPUN® 1560
9.0.A56.201 A12.06.026 AHTUTENA K NapueTanbHbiM KneTkam xenyaka (AIMKK) 1650
9.6.A18 A12.06.020.005 AHTUTENA K 3K30KPUHHOW YacTh NOAXENYA04YHON Xenesbl, 1200
cymmaptble (IgG/IgA)
9.0.A57.201 A12.06.026.001 Onpegenenne antnten Kk o.Kactna - BHyTpeHHeEMY dhakTopy 1630
(ABD)
9.0.A62.201 A09.05.054.005 MimmyHornobynuH nogknacca lgG4 1910
8.0.A81.201 A12.06.026.004 AHTUTENA K 6oKanoBMAHbIM KneTkam kuwedHuka (BKK) 1310
9.0.A30.201 A12.06.026.002 AHTUTENa K gpoxokam Saccharomyces cerevisiae (ASCA), IgA 1355
9.0.A31.201 A12.06.026.003 AHTUTENa K gpoxokam Saccharomyces cerevisiae (ASCA), IgG 1355
9.0.A14.201 A12.06.055.001 AHTUTENa K rmMaguHy, IgA 910
9.0.A15.201 A12.06.055.002 AHTUTENA K rMnaguny, IgG 910




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)

8.0.A82.201 A12.06.055.003 AHTUTENa K Ae3aMMHMPOBaHHbIM NnenTngam anbda-rnnaguHa IgA 1110
(AAD)

9.0.A83.201 A12.06.055.004 AHTUTENa K Ae3aMMHUPOBaHHbLIM NenTuaam ansga-rnvaguHa IgG 1110
(AAD)

9.0.A16.201 A12.06.056.001 AHTUTENA K TKAHEBOW TpaHcrnyTamuHase, IgA 1395

9.0.A17.201 A12.06.056.002 AHTUTENA K TKAHEBOW TpaHcrnyTamuHase, IgG 1395

9.0.A24.201 A12.06.066.001 AHTUTENA K 3HgOMM3M0, IgA (ASA) 1460

9.0.A25.201 A09.05.054.006 AHTUpeTUKynNuHoeble aHtutena IgA, IgG (APA) 1380

9.0.A51.201 A09.05.122.001 AKTUBHOCTb aHrMoTeH3nH-npeBpalaLlero dpepmenta (ACE) 2035

9.0.A29.201 A12.06.023 AHTUTEnNa K Mmnokapgay (Mio) 1230

9.0.A27.201 A12.06.030.006 AHTUTENAa K AeCMOCOMaM KOXU 2200

9.0.A28.201 A12.06.030.007 AHTUTENa K 6azanbHon membpaHe koxu (AMB) 2080

9.0.A9.201 A12.06.020.002 AHTUTENA K OCTPOBKOBbLIM KrieTkam (ICA) 1650

9.0.A49.201 A12.06.020.004 AHTUTENA K rmyTamartaekapbokcunase (GAD) 1905

9.0.A10.201 A12.06.039 AHTUTEna K nHcynuHy (1AA) 865

9.0.A32.201 A12.06.033.001 AHTUTENa K CTepona-npoayumpyoLLmMM KneTkam HagnoveyHuka 1310
(ACTIK)

9.0.A50.201 A12.06.033.002 AHTHoBapuanbHble aHtTutena (AOA) 1530

9.0.A8.201 A09.20.012.001 AHTUCNEepManbHble aHTUTENa 1065

9.0.A87.201 A12.06.020.001 AHTUTENA K TUPO3MH-ocdaTase (aHTu-IA2) 1540

9.0.D5.201 A12.06.010.001.001 |3NMN-B-TecT-6 (aHTMTENa K ds-[HK, 6eTta2-rnnkonpoTteunny 1, Fc- 2310
Ig, konnareHy, nHTepdepoHy anbda, UHTeEPdEPOHY ramma)

9.0.D6.201 A12.06.010.002 OJMIN-ADPC-XTY-TecT-6 (aHTUTENa Kk XY, 6eTa2-rnnkonpoTemnHy 1, 2310
Fc-lg, ds-OHK, konnareHy, cymmapHblie k dooconunuaam)

9.0.D8.201 A12.06.010.003 ANN-MN-Komnnekc-12 3555

9.0.D7.201 A12.06.010.004 OJ1N-Bucuepo-TecTt-24 (aHTUTENA K 24 aHTUreHaM OCHOBHbIX 12600
OpraHoB U CUCTEM YENOBEKA)

9.9.A1 A12.06.010.005 ONMN-ONA-TecT-8 (cocTosdAHNE NoaXKenyao4HOM xenesbl) 2575

9.9.A2 A12.06.010.006 OJIN-H-TecT-12 (COCTOSIHME HEPBHOW CUCTEMBbI) 3450

9.0.A58.201 A09.05.106 CKPWHWHT NapanpoTEMHOB B CbIBOPOTKE (MMMYHOMMKcaLmns) 2385

9.0.A59.401 A09.28.028 CkpuHuHr 6enka beHc-[>xoHca B pa3oBoi Mo4ye 2080
(nmmyHodbmkcaums)

9.0.A61.201 A09.05.106.001.001 | TunupoBaHne napanpoTeNHa B CbIBOPOTKE KPOBU (C MOMOLLIbIO 4550
UMMYHOUKCALMM C MaHeNbo aHTUCBLIBOPOTOK IgG, IgA, IgM,
kappa, lambda)

9.0.A60.401 A09.28.030.001.001 | mmyHopmKcauusa 6enka beHc-[xoHca ¢ naHenbio 3555
aHTUCBIBOPOTOK

9.10.A62 A09.05.054.007 CBobogHble nerkve Lenn MMMyHornobynmHoB kanna/namoéaa B 2275

CbIBOiOTKe KiOBI/I, C iaC‘-leTOM MHOEKCa

17.40.A102 A09.05.118.001 A6puikoc IgE, F237 750
17.40.A103 A09.05.118.002 __ |Asokazo IgE, F96 550
17.40.A104 A09.05.118.003 __ |Ananac IgE, F210 550
17.40.A105 A09.05.118.004 __ |AnenbcuH IgE, F33 550
17.40.A106 A09.05.118.005 BanaH IgE, F92 850
17.40.A107 A09.05.118.006 __|Bunorpas IgE, F259 750
17.40.A108 A09.05.118.007 __ |Buwnisi IgE, F242 550
17.40.A109 A09.05.118.008 | peindppyT IgE, F209 550




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.40.A110 A09.05.118.009 Mpywa IgE, F94 905
17.40.A111 A09.05.118.010 ObiHg IgE, F87 870
17.40.A112 A09.05.118.011 Unxup IgE, F402 550
17.40.A113 A09.05.118.012 Kusu IgE, F84 905
17.40.A114 A09.05.118.013 Kny6Huka IgE, F44 885
17.40.A115 A09.05.118.014 Kokoc IgE, F36 905
17.40.A116 A09.05.118.015 JlumoH IgE, F208 1530
17.40.A118 A09.05.118.016 Matro IgE, F91 550
17.40.A121 A09.05.118.017 Mepcuk IgE, F95 905
17.40.A122 A09.05.118.018 Cnuea IgE, F255 550
17.40.A124 A09.05.118.019 Xypma IgE, F301 550
17.40.A125 A09.05.118.020 Abnoko IgE, F49 550
17.40.A126 A09.05.118.021 Arogbl (4epHuka, ronybuka, 6pycHuka) IgE, F288 550
17.40.A127 A09.05.118.022 MaHngapvH IgE 1060
17.41.A68 A09.05.118.024 BaknaxaH IgE, F262 550
17.41.A69 A09.05.118.025 Kanycta 6pokkonu IgE, F260 550
17.41.A70 A09.05.118.026 Kanycta 6ptoccenbckas IgE, F217 550
17.41.A71 A09.05.118.027 Kanycta koyaHHas IgE, F216 905
17.41.A72 A09.05.118.028 KanycTta usetHas IgE, F291 890
17.41.A73 A09.05.118.029 KapTtodpens IgE, F35 870
17.41.A84 A09.05.118.030 Nyk IgE, F48 550
17.41.A74 A09.05.118.031 MopkoBsb IgE, F31 550
17.41.A77 A09.05.118.032 Orypeu IgE, F244 750
17.41.A96 A09.05.118.033 Mepel 3eneHbin IgE, F263 550
17.41.A95 A09.05.118.034 Mepeu kpacHbiv (nanpwuka) IgE, F218 550
17.41.A79 A09.05.118.035 MeTtpywka IgE, F86 870
17.41.A81 A09.05.118.036 Cenbgepen IgE, F85 750
17.41.A78 A09.05.118.037 Cnapxa IgE, F261 870
17.41.A76 A09.05.118.038 Towmar IgE, F25 550
17.41.A75 A09.05.118.039 TeikBa IgE, F225 550
17.41.A82 A09.05.118.040 LWnuHart IgE, F214 550
17.42.A46 A09.05.118.041 Bobbl coesble IgE, F14 550
17.42.A47 A09.05.118.042 "opolek 3eneHbin IgE, F12 750
17.42.A48 A09.05.118.043 HyT (Typeukuin ropox) IgE, F309 550
17.42.A49 A09.05.118.044 daconb 6enas IgE, F15 870
17.42.A50 A09.05.118.045 daconb 3eneHas IgE, F315 550
17.42.A51 A09.05.118.046 daconb kpacHas IgE, F287 550
17.42.A44 A09.05.118.047 Yeuesuua IgE, F235 550
17.43.A56 A09.05.118.048 Apaxuc IgE, F13 550
17.43.A58 A09.05.118.049 "peukunii opex IgE, F256 885
17.43.A60 A09.05.118.050 Kewsto IgE, F202 550
17.43.A59 A09.05.118.051 Mungans IgE, F20 885
17.43.A62 A09.05.118.052 ductawkm IgE, F203 885
17.43.A63 A09.05.118.053 ®yHayk IgE, F17 550
17.44.A31 A09.05.118.054 BapanuHa IgE, F88 755
17.44.A30 A09.05.118.055 loBsavHa IgE, F27 870
17.44.A32 A09.05.118.056 Wupenka IgE, F284 750
17.44.A33 A09.05.118.057 KypuHoe msco IgE, F83 870
17.44.A29 A09.05.118.058 CeuHuHa IgE, F26 905




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.45.A9 A09.05.118.059 Anbga-nakroansbymuH IgE, F76 550
17.45.A10 A09.05.118.060 Beta-nakrtornobynuH IgE, F77 550
17.45.A11 A09.05.118.061 KasewuH IgE, F78 550
17.45.A7 A09.05.118.062 Monoko kunsydeHoe IgE, F231 750
17.45.A6 A09.05.118.063 Monoko koposbe IgE, F2 550
17.45.A14 A09.05.118.064 Kosbe monoko IgE 800
17.45.A8 A09.05.118.065 CbIBOpoTKa MornoyHas IgE, F236 850
17.45.A13 A09.05.118.066 Coblip Tvna "Moyng" IgE, F82 550
17.45.A12 A09.05.118.067 Cblp TNa "Yepnep" IgE, F81 550
17.46.A25 A09.05.118.068 "pebewok IgE, F338 550
17.46.A14 A09.05.118.069 Kambana IgE, F254 550
17.46.A21 A09.05.118.070 Kpab IgE, F23 550
17.46.A22 A09.05.118.071 Kpesetku IgE, F24 550
17.46.A23 A09.05.118.072 Jlob6cTep (omap) IgE, F80 1050
17.46.A15 A09.05.118.073 INococe IgE, F41 860
17.46.A24 A09.05.118.074 Mwugus IgE, F37 890
17.46.A16 A09.05.118.075 CapauHa IgE, F61 550
17.46.A17 A09.05.118.076 Ckymbpus IgE, F50 890
17.46.A18 A09.05.118.077 Tpecka IgE, F3 550
17.46.A19 A09.05.118.078 TyHey IgE, F40 750
17.46.A27 A09.05.118.079 Yctpuubl IgE, F290 550
17.46.A20 A09.05.118.080 dopens IgE, F204 890
17.47.A86 A09.05.118.081 Banunb IgE, F234 550
17.47.A87 A09.05.118.082 lopuumua IgE, F89 550
17.47.A34 A09.05.118.083 [pnbbl (WamnuHboHbI) IgE, F212 550
17.47.A64 A09.05.118.084 Opoxokn nekapckue IgE, F45 890
17.47.A65 A09.05.118.085 Opoxokn nusHble IgE, F403 890
17.47.A89 A09.05.118.086 Mmbupsb IgE, F270 550
17.47.A54 A09.05.118.087 Kakao IgE, F93 890
17.47.A90 A09.05.118.088 Kappwu (npunpasa) IgE, F281 550
17.47.A53 A09.05.118.089 Kodcpe IgE, F221 1220
17.47.A45 A09.05.118.090 Kynxyt IgE, F10 890
17.47.A91 A09.05.118.091 JlaBpoBbIn nucT IgE, F278 550
17.47.A127 A09.05.118.092 Macno nogconHevHoe IgE, K84 890
17.47.A94 A09.05.118.093 Mgara IgE, F405 750
17.47.A97 A09.05.118.094 Mepeu YepHbIvi IgE, F280 550
17.47.A66 A09.05.118.095 Conogp IgE, F90 890
17.47.A83 A09.05.118.097 YecHok IgE, F47 890
17.47.A55 A09.05.118.096 Lokonag IgE, F105 550
17.47.A123 A09.05.118.023 ®uHukn IgE, F289 550
17.48.A1 A09.05.118.098 Anuo kypuHoe IgE, F245 855
17.48.A3 A09.05.118.099 Benok anyHbin IgE, F1 550
17.48.A2 A09.05.118.100 XKentok anyHbin IgE, F75 550
17.48.A4 A09.05.118.101 OBanbbymuH IgE, F232 890
17.48.A5 A09.05.118.102 Osomykong IgE, F233 890
17.49.A35 A09.05.118.103 KnewkoBuHa (rntoteH) IgE, F79 550
17.49.A36 A09.05.118.104 Myka rpeyHeBag IgE, F11 870
17.49.A37 A09.05.118.105 Myka KkykypysHas IgE, F8 550
17.49.A38 A09.05.118.106 Myka oBcsiHag IgE, F7 1070
17.49.A39 A09.05.118.107 Myka nweHuyHag IgE, F4 550




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.49.A40 A09.05.118.108 Myka pxxaHas IgE, F5 840
17.49.A41 A09.05.118.109 Myka saumeHHas IgE, F6 550
17.49.A42 A09.05.118.110 Mpoco IgE, F55 550
17.49.A43 A09.05.118.111 Puc IgE, F9 550
17.2.A1 A09.05.118.114 ony6b (nomerT) IgE, E7 550
17.2.A2 A09.05.118.115 'yck (nepo) IgE, E70 905
17.2.A4 A09.05.118.113 Kanapetika (nepo) IgE, E201 550
17.2.A5 A09.05.118.116 Kosa (anutenui) IgE, E80 740
17.2.A6 A09.05.118.117 KopoBa (nepxotb) IgE, E4 550
17.2.A7 A09.05.118.118 Kowka (anutenun) IgE, E1 550
17.2.A8 A09.05.118.119 Kponuk (anutenun) IgE, E82 550
17.2.A9 A09.05.118.120 Kpeica IgE, E87 905
17.2.A10 A09.05.118.121 Kpbica (Mova) IgE, E74 550
17.2.A12 A09.05.118.122 Kpbica (anutenuin) IgE, E73 905
17.2.A13 A09.05.118.123 Kypuua (nepo) IgE, E85 1170
17.2.A14 A09.05.118.124 Kypuua (npoteunHs! cbiBopoTkm) IgE, E219 550
17.2.A15 A09.05.118.125 Jlowagp (nepxotsb) IgE, E3 550
17.2.A16 A09.05.118.126 Mopckas cBuHka (anutenun) IgE, E6 905
17.2.A17 A09.05.118.127 Mebiwb IgE, E88 550
17.2.A21 A09.05.118.128 OsBua (anutenun) IgE, E81 905
17.2.A22 A09.05.118.129 Monyran (nepo) IgE, E91 905
17.2.A23 A09.05.118.130 Monyran BonHucTbI (nepo) IgE, E78 885
17.2.A24 A09.05.118.131 CBuHbs (anutenun) IgE, E83 550
17.2.A25 A09.05.118.132 Cobaka (nepxotb) IgE, E5 550
17.2.A26 A09.05.118.133 Cobaka (anutenun) IgE, E2 550
17.2.A27 A09.05.118.134 YTKa (nepo) IgE, E86 550
17.2.A28 A09.05.118.135 Xowmsik (anutenun) IgE, E84 905
17.3.A1 A09.05.118.136 Akauwmsa (Acacia species) IgE, T19 550
17.3.A4 A09.05.118.137 Bepesa (Betula alba) IgE, T3 550
17.3.A5 A09.05.118.138 Byk (Fagus grandifolia) IgE, T5 550
17.3.A6 A09.05.118.139 Bas (Ulmus spp) IgE, T8 905
17.3.A7 A09.05.118.140 "pab obbikHOBEHHLIN (Carpinus betulus) IgE, T209 550
17.3.A8 A09.05.118.141 Oy6 6enbivi (Quercus alba) IgE, T7 550
17.3.A9 A09.05.118.142 [y6 cmewaHHbIn (Q. rubra, alba, valentina) IgE, T77 550
17.3.A11 A09.05.118.143 MBa (Salix nigra) IgE, T12 550
17.3.A13 A09.05.118.144 KneH ssiceHenucTtHbIn (Acer negundo) IgE, T1 550
17.3.A14 A09.05.118.145 JlewmHa obbikHoBeHHasd (Corylus avellana) IgE, T4 550
17.3.A17 A09.05.118.146 Onbxa (Alnus incana) IgE, T2 550
17.3.A18 A09.05.118.147 "peuknn opex (Juglans regia) IgE, T10 550
17.3.A23 A09.05.118.148 MnaTtaHn (Platanus acerifolia) IgE, T11 550
17.3.A25 A09.05.118.149 CocHa 6enag (Pinus silvestris) IgE, T16 905
17.3.A26 A09.05.118.150 Tononb (Populas spp) IgE, T14 905
17.3.A29 A09.05.118.151 OekanunT (Eucaliptus globulus) IgE, T18 550
17.3.A30 A09.05.118.152 AceHb amepukaHckun (Fraxinus americana) IgE, T15 550
17.3.A31 A09.05.118.153 Jlvna IgE 2200
17.4.A25 A09.05.118.154 AmOBpo3uns obbikHoBeHHast (Ambrosia elatior) IgE, W1 550
17.4.A27 A09.05.118.155 AmOpo3us cmewaHHas (Heterocera spp.) IgE, W209 550
17.4.A2 A09.05.118.156 ByxapHuk wepctuctein (Holcus lanatus) IgE, G13 550
17.4.A1 A09.05.118.157 Exxa cbopHas (Dactylis glomerata) IgE, G3 550
17.4.A6 A09.05.118.158 Konocok aywuctbin (Anthoxantum odoratum) IgE, G1 750
17.4.A7 A09.05.118.159 KocTtpeu 6e3ocTbii (Bromus inermis) IgE, G11 870
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17.4.A26 A09.05.118.160 Kpanusa gsygomHas (Urtica dioica) IgE, W20 905
17.4.A28 A09.05.118.161 Jlebepa cepetowian (Atriplex canescens) IgE, W75 550
17.4.A37 A09.05.118.162 Jlebena yeueBuueobpasHas (A. lentiformis) IgE, W15 905
17.4.A9 A09.05.118.163 JIncoxeoct nyroson (Alopecurus pratensis) IgE, G16 1570
17.4.A29 A09.05.118.164 Mapb 6enag (Chenopodium album) IgE, W10 905
17.4.A10 A09.05.118.165 Matnuk nyroson (Poa pratensis) IgE, G8 1045
17.4.A11 A09.05.118.166 OBec kynbTMBMpoBaHHbIN (Avena sativa) IgE, G14 740
17.4.A12 A09.05.118.167 OBcsaHuua nyroeas (Festuca elatior) IgE, G4 905
17.4.A31 A09.05.118.168 OpysaHyuk (Taraxacum officinale) IgE, W8 870
17.4.A32 A09.05.118.169 MogopoxHuk (Plantago lanceolata) IgE, W9 550
17.4.A13 A09.05.118.170 Monesuua (Agrostis alba) IgE, G9 550
17.4.A33 A09.05.118.171 MonbiHb ropbkas (Artemisia absinthum) IgE, W5 550
17.4.A34 A09.05.118.172 MonblHb 06bIKHOBEHHAs (Artemisia vulgaris) IgE, W6 550
17.4.A35 A09.05.118.173 MocTteHHUUa nekapctBeHHas (P. officinalis) IgE, W19 550
17.4.A14 A09.05.118.174 MuweHwnua (Triticum sativum) IgE, G15 905
17.4.A15 A09.05.118.175 Poxb KynbTuBnpoBaHHas (Secale cereale) IgE, G12 550
17.4.A16 A09.05.118.176 Mnesen mHoronetHun (Lolium perenne) IgE, G5 550
17.4.A36 A09.05.118.177 Pomawka (HmBsHukK) (Ch. leucanthenum) IgE, W7 750
17.4.A8 A09.05.118.178 PbinbLa KykypysHble (Zea mays) IgE, G202 550
17.4.A18 A09.05.118.179 TumodbeeBka (Phleum pratense) IgE, G6 550
17.4.A30 A09.05.118.180 ®ukyc IgE, K81 550
17.4.A20 A09.05.118.181 MogconHeyHuk IgE 1440
17.7.A1 A09.05.118.182 HomawHsas neinb t1n (Greer) IgE, h1 550
17.7.A7 A09.05.118.183 HomawHas neinb (Holister) IgE, h2 700
17.7.A6 A09.05.118.184 MbinNb NweHn4YHon myku IgE, K301 550
17.8.A1 A09.05.118.185 Knew-gpepmatodar my4Houm (D. farinae) IgE, D2 550
17.8.A2 A09.05.118.186 Knew-gepmartodar nepuHHbin (D.pteronyssinus) IgE, D1 550
17.9.A1 A09.05.118.187 "pnbbl poga kaHanga (Candida albicans) IgE, M5 550
17.9.A2 A09.05.118.188 MnecHesbin rpnb (Chaetomium globosum) IgE, M208 550
17.9.A3 A09.05.118.189 IMnecHeBbI rpnb (Aspergillus fumigatus) IgE, M3 550
17.9.A4 A09.05.118.190 MnecHeBbIn rpnb (Alternaria tenuis) IgE, M6 550
17.9.A5 A09.05.118.191 MnecHeBbi rpnb (Cladosporium herbarum) IgE, m2 750
17.9.A6 A09.05.118.192 MnecHesbIn rpnb (Penicillum notatum) IgE, m1 945
17.10.A1 A09.05.118.193 OHTepoTokcuH A (Staphylococcus aureus) IgE, O72 750
17.10.A2 A09.05.118.194 OHTepoTokcuH B (Staphylococcus aureus) IgE, O73 550
17.11.A1 A09.05.118.195 AHTUTENa K ackapugam (Ascaris lumbricoides) IgE, P1 880
17.11.A2 A09.05.118.196 JInunHkm Anisakis (Anisakis Larvae) IgE, P4 905
17.12.A1 A09.05.118.197 Komap (cem. Culicidae) IgE, 171 850
17.12.A2 A09.05.118.198 Mornb (cem. Tineidae) IgE, 18 550
17.12.A3 A09.05.118.199 MoLwuku kpacHon nn4mHka(Chironomus plumosus) IgE,I73 1040
17.12.A4 A09.05.118.200 MypaBen pbixui (Solenopsis invicta) IgE, 170 550
17.12.A5 A09.05.118.201 CneneHb (cem. Tabanidae) IgE, 1204 550
17.12.A6 A09.05.118.202 TapakaH pbbkun (Blatella germanica) IgE, 16 850
17.12.A7 A09.05.118.203 LWepweHb (oca natHucTasq) (D. maculata) IgE, 12 550
17.12.A10 A09.05.118.204 An ocuHbii (pog Vespula) IgE, 13 850
17.12.A11 A09.05.118.205 Apn ocuHbv (pog Polistes) IgE, 14 885
17.12.A12 A09.05.118.206 An nyensl (Apis mellifera) IgE, 11 550
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17.13.A8 A09.05.118.470 AsutpomuumH IgE, C194 610
17.13.A4 A09.05.118.208 AmokcnumnnuH Ige, C204 855
17.13.A3 A09.05.118.209 AmnuvumnnnuH IgE, C203 1475
17.13.A9 A09.05.118.210 HokenumknuH IgE, C62 610
17.13.A7 A09.05.118.207 WHcynuH yenoseyeckuin Ige, C73 610
17.13.A10 A09.05.118.471 HuctatuH IgE, C122 610
17.13.A1 A09.05.118.211 Mennuunnui G IgE, C1 610
17.13.A2 A09.05.118.212 Mennuunnun V IgE, C2 610
17.13.A13 A09.05.118.213 dopmanbaerng IgE, K80 610
17.13.A11 A09.05.118.214 Llecoypokcum IgE, C308 610
17.13.A12 A09.05.118.215 Linnpodnokcaunt IgE, C108 610
17.13.A14 A09.05.118.216 Mapauetamon IgE, C85 820
17.13.A15 A09.05.118.217 AHanbruH IgE, C91 820
17.13.A17 A09.05.118.218 MoynpodeH IgE, C78 820
17.13.A16 A09.05.118.219 OuknodeHak IgE, C79 820
17.13.A18 A09.05.118.220 KeTtonpodeH IgE, C172 820
17.13.A19 A09.05.118.221 AueTuncanvumnosas kucnota (acnvpuH) IgE, C51 820
17.14.A4 A09.05.118.514 Jlatekc IgE, K82 550
17.14.A1 A09.05.118.515 Xnonok IgE, O1 550
17.14.A2 A09.05.118.516 LepcTb IgE, K20 905
17.14.A3 A09.05.118.517 LWenk IgE, K74 550
17.75.A1 A09.05.118.222 bepesa, anneprokomnoHeHT Bet v1, IgE 1430
17.75.A2 A09.05.118.223 Bepesa, anneprokomnoHeHT Bet v4, IgE 1430
17.75.A10 A09.05.118.224 MonblHb, anneprokoMnoHeHT Art v1, IgE 1430
17.75.A11 A09.05.118.225 TumodheeBka nyrosasi, anneprokomnoHeHT Phl p1, Phl p5, IgE 1430
17.75.A12 A09.05.118.226 TumodpeeBka nyrosas, anneprokomnoHeHT Phl p7, Phl p12, IgE 1430
17.75.A20 [B03.002.004.122  |Kowka, anneprokomnoHeHT Fer d1, IgE | 1430
17.35.A17 B03.002.004.123 Anneprounn, ALEX2, 300 koMnoHeHTOB (BKNOYAET onpeaeneHune 26450

obuero IgE)
17.35.D11 B03.002.004.003 AnneprokomMmnnekc cMmewaHHbin Ne1, IgE, NPA: knewy d1/d2, 6200

onbxa, 6bepesa, newmHa, CM.TpaB, POXb, MNObIHb, MOAOPOXHNK,

KoLLKa, nowanb, cobaka, A.alternata, an4.6enok, Monoko, apaxuc,

nec.opex, MOpPKOBb, NLIEHNY.MYKa, COst
17.35.D12 B03.002.004.009 Anneprokomnnekc pecnupatopHbii Ne2,IgE, UDA: knew d1/d2, 6200

onbxa, 6bepesa, newmHa, oyd, cM.TpaB, POXb, MOMbIHb,

NOAOPOXHMK, KOLLKA, Nowaab, cobaka, MOp.CBUHKA, XOMSIK,

kponuk, Penic.notat., Cl.herbar., Asp.fumigat., A.alternata
17.35.D13 B03.002.004.005 Anneprokomnnekc nuweson 3, IgE, MGA: dbyHayk, apaxuc, 6200

rpeL.opex, MMHA.0pex, MOSOKO, ANY.6enok/KenToK, KaseuH,

kapTodenb, cenbaepemn, MOPKOBb, TOMaThl, Tpecka, Kkpab,

anenbcuH, A6M0KO, NIIEHMY.MyKa, PXK.MYKa, KYHXYT, cosl
17.35.D14 B03.002.004.004 Anneprokomnnekc negnatpuiecknn 4, Ige, NPA: knewy d1/d2, 6200

Oepesa, cMm.TpaB, kowKa, cobaka, A.alternata, monoko, a-

naktaneO., b-naktorno6., kaseuH, aud.6enokHkentok, BCA, cos,

MOPKOBb, kKapTodesb, NeHnY.MyKa, dYHAYK, apaxuc
17.35.D9 B03.002.004.007 MecTHble aHecTeTukmn Ne 1 AptukanH/CkaHgoHecT, IgE 1560
17.35.D10 B03.002.004.008 MecTHble aHecTeTukn Ne 2 HoeokauH/ITngokavH, IgE 1560
17.35.A18 B03.002.004.006 Anneprokomnnekc nuweson PROTIA (Kopes), IgE 6200
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17.35.A19 B03.002.004.010 AnneprokomMmnsekc npu atonuu y aeten n s3pocnbix PROTIA 6200
(Kopes), IgE

17.35.A20 B03.002.004.011 Anneprokomnnekc pacwmpeHHbii PROTIA (Kopes), IgE 7000

17.35.A21 B03.002.004.012 Anneprokomnnekc pecnupaTtopHbii PROTIA (Kopes), IgE 6200

17.16.A19 B03.002.004.017 MaHenb nuwesbix annepreHos Ne1 IgE (apaxuc, muHaans, 1140
dyHOYK, KOKOC, 6pa3mnbCKUN Opex - CYyMMapHoO)

17.16.A20 B03.002.004.018 MaHenb nuwesbix annepreHoB Ne2 IgE (Tpecka, TyHeL, KPEBETKM, 1140
NocoCb, MMANU - CYMMapHO)

17.16.A21 B03.002.004.019 MaHenb nuwesbix annepreHos Ne3 IgE (nweHnvHas myka, 1140
OBCsiHas MyKa, KyKypy3Hasi Myka, ceMeHa KyHXyTa, rpevyHeBasi
MyKa - CYMMapHO)

17.16.A22 B03.002.004.020 MaHenb nuweBbix annepreHoB Ne5 IgE (AanyHbIn 6enok, Monoko, 1140
Tpecka, MweHnYHasa Myka, apaxuc, coesble 606bl - CyMMapHO)

17.16.A23 B03.002.004.021 MaHenb nuwesbix annepreHoB Ne6 IgE (puc, cemeHa KyHxyTa, 1140
nweHn4Hasa myka, rpedHeBas Myka, coeBble 600kl - CymmapHO)

17.16.A24 B03.002.004.022 MaHenb nuweBbix annepreHoB Ne7 IgE (anyHbIn 6enok, puc, 1140
KOpPOBbE MOJSIOKO, apaxuc, NMleHnYHast Myka, coeble 6006blI -
CYMMAapHO)

17.16.A25 B03.002.004.023 MaHenb nuwesbix annepreHoB Ne13 IgE (ropox, 6enas 1140
dacosb,MOPKOBb, KapTodesb - CyMMapHoO)

17.16.A26 B03.002.004.024 MaHenb nuwesbix annepreHoB Ne15 IgE (anenbcuH, 6aHaH, 1140
A6110K0, NePCUK - CYMMapHO)

17.16.A27 B03.002.004.025 MaHenb nuweBbix annepreHoB Ne24 IgE (dyHAOyK, KpeBETKN, KUBW, 1140
©aHaH - CymMapHO)

17.16.A28 B03.002.004.026 MaHenb nuwesbix annepreHoB Ne25 IgE (cemeHa KyHxyTa, 1140
nekapckne OpoXeKU, YECHOK, cenbaepemn - CyMMapHO)

17.16.A29 B03.002.004.027 MaHenb nuweBbix annepreHos Ne26 IgE (anyHbIn 6enok, Monoko, 1140
apaxuc, ropumia - CyMMapHO)

17.16.A32 B03.002.004.028 MaHenb nuwesbix annepreHoB Ne50 IgE (kuBn, maHro, 6aHaHbl, 1140
aHaHac - CyMMapHo)

17.16.A33 B03.002.004.029 MaHenb nuwesbix annepreHoB Ne51 IgE (nomuaop, kapTodens, 1140
MOPKOBb, YECHOK, ropyuLa - CyMMapHo)

17.16.A34 B03.002.004.030 MaHenb nuwesbix annepreHoB Ne73 IgE (cBMHMHA, KypyUHOE MSCO, 1140
roesaanHa, 6apaHuHa - CymmapHo)

17.15.A10 B03.002.004.031 MaHenb npodeccuoHansHbix annepreHoB Ne1 IgE (nepxoTb 1140
nowaau, NepxoTb KOPOBbI, NEPO rycsi, Nepo Kypuubl - CyMMapHO)

17.15.A6 B03.002.004.032 MaHenb annepreHoB XMBOTHbIX Ne1 IgE (anutenuii KoLwku, 1140
NnepxoTb NoLaamn, NePXoTb KOPOBbI, NEPXOTL COBaKM - CyMMapHO)

17.15.A7 B03.002.004.033 MaHenb annepreHoB xnBoTHbIX Ne70 IgE (a3nutenuin mopckon 1140
CBMHKW, 3MUTENNA KPOSMKA, XOMSIK, KpbICa, Mbilb - CYMMapHO)

17.15.A8 B03.002.004.034 MaHenb annepreHoB xmnBoTHbIX/Nepbsa NTuy Ne71 IgE (nepo rycs, 1140
nepo Kypuubl, Nepo YTKW, NePO UHAIOKA - CYMMapHO)

17.15.A9 B03.002.004.035 MaHenb annepreHoB xmnBoTHbIX/Mepbsa NTuL Ne72 IgE (nepo 1140
BOSHUCTOrO nonyras, nepo nomnyrasi, nepo KaHapemnkn - CyMmMapHO)

17.19.A32 B03.002.004.037 MaHenb annepreHoB aepeBbeB Ne1 IgE (KneH ssiCEHENUCTHbIN, 1140

Oepesa, BA3, Ay0, rpeLkuin opex - CyMmMapHo)
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17.19.A29

B03.002.004.038

MaHenb annepreHoB aepeBbeB Ne2 IgE (kneH siceHenucTHbIN,
TOMNonNb, BA3, Ay6, NnekaH-CyMMapHO)

1140

17.19.A30

B03.002.004.039

MaHenb annepreHoB aepesBbeB Ne5 IgE (onbxa, newuHa
0ObIKHOBEHHas!, BS3, MBa, TOMOMb - CYMMapHO)

1140

17.19.A31

B03.002.004.040

MaHenb annepreHoB aepeBbeB Ne9 IgE (onbxa, 6epesa, newumHa
06blkHOBEHHag, Ay0, MBa - CyMMapHO)

1140

*%

17.20.A31

B03.002.004.042

MaHenb annepreHoB Tpae Ne1 IgE (exa cbopHas, oBcsHULA
nyro.asi, poXXb MHOIONETHSAS, TUMOdeeBKa, MATIINK MyroBOW -
CYMMAapHO)

1140

17.20.A32

B03.002.004.043

MaHenb annepreHos TpaB Ne3 IgE (KONOCOK AyLUINCTBINA, POXKb
MHOroneTHsAs, TumodeeBka, poXb KynbTUBUPOBaHHadA, ByxapHuK
LUEPCTUCTbIN - CYMMapPHO)

1140

17.20.A33

B03.002.004.044

MaHenb annepreHoB CopHbIX pacTeHu u Lsetos Ne1 IgE
(ambpo3usa obblkHOBEHHAsA, NONbIHb OBbIKHOBEHHAs, NOJOPOXKHUK,
Mapw 6enas, 3051bHUK/CONsIHKA - CYyMMapHO)

1140

17.20.A34

B03.002.004.045

MaHenb annepreHoB COpHbIX pacTeHui n upeToB Ne3 IgE (nonbiHb
0ObLIKHOBEHHas!, MOAOPOXHMK, Mapb Genas, 30MoTapHKK, Kpanuea
ABYOOMHas - CYyMMapHO)

1140

17.20.A35

B03.002.004.046

MaHenb annepreHoB COpHbIX pacTeHui u LsetoB Ne5 IgE
(ambBpo3unsa 06bIkHOBEHHAs, NOSbIHb OOLIKHOBEHHAS, 30M10TAPHMUK,
HUBSAHWUK, OQYBaHYMK NNEKAPCTBEHHbLIN - CYMMapPHO)

1140

*%

17.21.A35

B03.002.004.047

MaHenb nHranauuoHHbix annepreHoB Ne1 IgE (exxa cbopHas,
TMMOdpeeBKa, ANOHCKNIA Keap, ambpo3uns 0ObIKHOBEHHAS, NOSbIHb
0b6bIKHOBEHHAs! - CyMMapHO)

1140

17.21.A36

B03.002.004.048

MaHenb nHranaumoHHbIX annepreHos Ne2 IgE (Tumodeeska,
nnecHesbIn rpmd (Alternaria tenuis), 6epesa, nonbiHb
0BObIKHOBEHHAs! - CYyMMapHO)

1140

17.21.A37

B03.002.004.049

MaHenb nHranauuoHHsIx annepreHos Ne3 IgE (knewy -
aepmartodar NepPUHHbBINA, 3NUTENUIN KOLLIKK, SNUTENNA cobaku,
nnecHesbIN rpud Aspergillus fumigatus - cymmapHo)

1140

17.21.A38

B03.002.004.050

MaHenb nHranaumoHHbIX annepreHoB Ne6 IgE (nnecHesbIn rpub
Cladosporium herbarum, TumodeeBka, nnecHeBbI rpub Alternaria
tenuis, 6epesa, nonbIHb 06LIKHOBEHHASA - CYMMapHO)

1140

17.21.A39

B03.002.004.051

MaHenb nHranaunoHHbIX annepreHoB Ne7 IgE (anuTenun KoLKy,
Knewl-aepmaTodar NnepuHHbIN, NepPXoTb NnoLwlaan, nepxoTb cobaku,
AMUTENTUN KPOINUKA - CYMMapPHO)

1140

17.21.A40

B03.002.004.052

MaHenb nHranauuoHHbIX annepreHos Ne8 IgE (anuTenun koLwku,
Knewl-gepmatodpar NnepuHHbIA, 6epesa, nepxoTb cobaku, NOMbIHb
06bIKHOBEHHas, TUModeeBKa, POXb KyrNbTUBUPOBaHHaS,
nnecHesbIn rpnb Cladosporum herbarum - cymmapHo)

1140

17.21.A41

B03.002.004.053

MaHenb nHranaunoHHbIX annepreHoB Ne9 IgE (anuTenun KoLwkw,
nepxoTb cobakn, OBCAHMLA nyroBasi, nnecHesbin rpnd Alternaria
tenuis, NOJOPOXHUK - CYMMapHO)

1140

17.21.A42

B03.002.004.013

MaHenb annepreHo nneceHun Ne1 IgE (penicillium notatum,
cladosporium herbarum, aspergillus fumigatus, candida albicans,
alternaria tenuis - cymmapHo)

1140
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17.21.A44 B03.002.004.014 MaHenb kneweBbix annepreHoB Ne1 IgE (knew-gepmartodar 1140

nepuHHbIN, MydHon, dermatophagoides microceras, lepidoglyphus

destructor, tyrophagus putrescentiae, glycyphagus domesticus,

euroglyphus maynei, blomia tropicalis - cymm.)
17.21.A43 B03.002.004.015 MaHenb annepreHos nbinn Ne1 IgE (gomawHsas neinb Greer, Kneww- 1140

aepmatodar nepuHHbIN, Knew-gepmartodar My4yHOW, TapakaH -

CYMMAapHO)
17.21.A54 B03.002.004.016 MaHenb annepreHos nnecenun IgE, TM9 (Penicillium chrysogenum

notatum m1, Cladosporium herbarum m2, Aspergillus fumigatus

m3, Candida albicans m5, Alternaria tenuis alternata m6,

Helminthospor. Halodes m8 - cymmapHo)
17.17.D1 B03.002.004.054 IgG4 k nnweBbIM annepreHam (nuuieBas HenepeHoCUMocCTb - 88 17000

annepreHoB/MUKCTOB)
17.17.A10 B03.002.004.117 FOX (Food Xplorer) IgG, 287 aHTureHoB (nuiesasi 26250

HEeNepeHoOCMMOCTb)
17.50.A102 A09.05.118.227 Abpukoc IgG, F237 740
17.50.A103 A09.05.118.228 ABokago IgG, F96 550
17.50.A104 A09.05.118.229 AHnaHnac IgG, F210 550
17.50.A105 A09.05.118.230 AnenbcuH IgG, F33 550
17.50.A106 A09.05.118.231 BanaH IgG, F92 850
17.50.A107 A09.05.118.232 BuHorpag 1gG, F259 750
17.50.A108 A09.05.118.233 Buwhsa IgG, F242 550
17.50.A109 A09.05.118.234 penndpyT IgG, F209 550
17.50.A110 A09.05.118.235 Mpywa IgG, F94 905
17.50.A111 A09.05.118.236 ObiHa 19G, F87 870
17.50.A112 A09.05.118.237 Wrxup 19G, F402 550
17.50.A113 A09.05.118.238 Kuen IgG, F84 905
17.50.A114 A09.05.118.239 KnybHuka IgG, F44 885
17.50.A115 A09.05.118.240 Kokoc IgG, F36 550
17.50.A116 A09.05.118.241 JlnmoH 1gG, F208 550
17.50.A118 A09.05.118.242 Matro 1gG, F91 550
17.50.A121 A09.05.118.243 Mepcuk IgG, F95 890
17.50.A122 A09.05.118.244 Cnusa IgG, F255 550
17.50.A124 A09.05.118.245 Xypma IgG, F301 550
17.50.A125 A09.05.118.246 Abnoko IgG, F49 550
17.50.A126 A09.05.118.247 Arogbl (4epHuka, ronybuka, 6pycHuka) IgG, F288 550
17.51.A68 A09.05.118.249 BaknaxaH 1gG, F262 550
17.51.A69 A09.05.118.250 Kanycta 6pokkonu IgG, F260 550
17.51.A70 A09.05.118.251 Kanycta 6ptoccensckas 1gG, F217 550
17.51.A71 A09.05.118.252 Kanycra koyaHHas 1gG, F216 905
17.51.A72 A09.05.118.253 Kanycta uetHas IgG, F291 870
17.51.A73 A09.05.118.254 Kaptodens IgG, F35 870
17.51.A84 A09.05.118.255 Jlyk IgG, F48 550
17.51.A74 A09.05.118.256 Mopkosb 1gG, F31 550
17.51.A77 A09.05.118.257 Orypeu IgG, F244 740
17.51.A96 A09.05.118.258 Mepey 3eneHbin IgG, F263 550
17.51.A95 A09.05.118.259 MepeL kpacHbIn (nanpuka) IgG, F218 550
17.51.A79 A09.05.118.260 MeTtpywka IgG, F86 870
17.51.A81 A09.05.118.261 Cenbgepen 1gG, F85 750
17.51.A78 A09.05.118.262 Cnapxa IgG, F261 870




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.51.A76 A09.05.118.263 Towmar IgG, F25 550
17.51.A75 A09.05.118.264 Toika IgG, F225 550
17.51.A82 A09.05.118.265 LWnuHar IgG, F214 550
17.52.A46 A09.05.118.266 Bobkl coeble 19G, F14 550
17.52.A47 A09.05.118.267 "opoLuek 3eneHbin IgG, F12 740
17.52.A48 A09.05.118.268 HyT (Typeukun ropox) IgG, F309 550
17.52.A49 A09.05.118.269 daconb 6enas IgG, F15 870
17.52.A50 A09.05.118.270 daconb 3eneHasa IgG, F315 550
17.52.A51 A09.05.118.271 daconb kpacHas 1gG, F287 550
17.52.A44 A09.05.118.272 Yeuesuua IgG, F235 550
17.53.A56 A09.05.118.273 Apaxwc IgG, F13 550
17.53.A58 A09.05.118.274 "peukunit opex IgG, F256 885
17.53.A60 A09.05.118.275 Kewsto IgG, F202 550
17.53.A59 A09.05.118.276 MuHgane 1gG, F20 885
17.53.A62 A09.05.118.277 ductawkm IgG, F203 885
17.53.A63 A09.05.118.278 ®yHayk 1gG, F17 550
17.54.A31 A09.05.118.279 BapaHuHa IgG, F88 755
17.54.A30 A09.05.118.280 loBgavHa IgG, F27 870
17.54.A32 A09.05.118.281 Uuaenka IgG, F 284 740
17.54.A33 A09.05.118.282 KypuHoe msco IgG, F83 870
17.54.A29 A09.05.118.283 CsuHuHa IgG, F26 905
17.55.A9 A09.05.118.284 Anbda-nakroansbymuH IgG, F76 550
17.55.A10 A09.05.118.285 Beta-nakrornobynuH IgG, F77 550
17.55.A11 A09.05.118.286 KaszeuH IgG, F78 550
17.55.A7 A09.05.118.287 Monoko kunsveHoe IgG, F231 740
17.55.A6 A09.05.118.288 Monoko kopoBbe IgG, F2 550
17.55.A8 A09.05.118.289 CbIBopoTka MornoyHas 1gG, F236 840
17.55.A13 A09.05.118.290 Coblip Tvna "Moyng" IgG, F82 550
17.55.A12 A09.05.118.291 Colp TWNa "Yepnep" IgG, F81 550
17.56.A25 A09.05.118.292 "pebewok IgG, F338 550
17.56.A14 A09.05.118.293 Kambana IgG, F254 550
17.56.A21 A09.05.118.294 Kpab IgG, F23 550
17.56.A22 A09.05.118.295 KpeBeTku IgG, F24 550
17.56.A23 A09.05.118.296 Jlo6ecTep (omap) IgG, F80 1065
17.56.A15 A09.05.118.297 INococs 1gG, F41 870
17.56.A24 A09.05.118.298 Muaus IgG, F37 905
17.56.A16 A09.05.118.299 CapauHa IgG, F61 550
17.56.A17 A09.05.118.300 Ckymbpus 1gG, F50 905
17.56.A18 A09.05.118.301 Tpecka IgG, F3 550
17.56.A19 A09.05.118.302 TyHey IgG, F40 740
17.56.A27 A09.05.118.303 Yctpuubl IgG, F290 550
17.56.A20 A09.05.118.304 dopens IgG, F204 905
17.57.A86 A09.05.118.305 Banunb 1gG, F234 550
17.57.A87 A09.05.118.306 lopumua IgG, F89 550
17.57.A34 A09.05.118.307 "pnbbl (WamnuHboHbI) IgG, F212 550
17.57.A64 A09.05.118.308 Opoxokun nekapckue 1gG, F45 905
17.57.A65 A09.05.118.309 Opoxokn nusHble 19G, F403 905
17.57.A89 A09.05.118.310 Mmbupsb 1gG, F270 550




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
17.57.A54 A09.05.118.311 Kakao 1gG, F93 905
17.57.A90 A09.05.118.312 Kappwu (npunpaea) IgG, F281 550
17.57.A53 A09.05.118.313 Kodcpe IgG, F221 1250
17.57.A45 A09.05.118.314 KynxyT 1gG, F10 885
17.57.A91 A09.05.118.315 JlaBpoBbin nuct IgG, F278 550
17.57.A127 A09.05.118.316 Macno nogconHeyHoe IgG, K84 905
17.57.A94 A09.05.118.317 MsTa IgG, F405 740
17.57.A97 A09.05.118.318 Mepew YepHbint IgG, F280 550
17.57.A66 A09.05.118.319 Conop IgG, F90 905
17.51.A83 A09.05.118.320 YecHok IgG, F47 905
17.57.A55 A09.05.118.321 Lokonapn 1gG, F105 550
17.57.A123 A09.05.118.248 ®uHukm IgG, F289 550
17.58.A1 A09.05.118.322 Anuo kypuHoe IgG, F245 870
17.58.A3 A09.05.118.323 Benok anyHbin IgG, F1 550
17.58.A2 A09.05.118.324 YKentok simyHbin 1gG, F75 550
17.58.A4 A09.05.118.325 OBanbbymuH IgG, F232 905
17.58.A5 A09.05.118.326 Oomykong IgG, F233 905
17.59.A35 A09.05.118.327 KnenkosuHa (rntoteH) 1gG, F79 550
17.59.A36 A09.05.118.328 Myka rpeyHeBas 1gG, F11 885
17.59.A37 A09.05.118.329 Myka Kykypy3Has 1gG, F8 550
17.59.A38 A09.05.118.330 Myka oBcsiHas 1gG, F7 1095
17.59.A39 A09.05.118.331 Myka nweHundHas 1gG, F4 550
17.59.A40 A09.05.118.332 Myka pxxaHag IgG, F5 850
17.59.A41 A09.05.118.333 Myka saumeHHas 1gG, F6 550
17.59.A42 A09.05.118.334 Mpoco 1gG, F55 550
17.59.A43 A09.05.118.335 Puc IgG, F9 550
17.31.A1 B03.002.004.056 MaHenb nuwesbix annepreHoB Ne1 IgG (apaxuc, mmHaano, 1140
dyHOYK, KOKOC, 6pa3nnbCKUN Opex - CYyMMapHoO)
17.31.A2 B03.002.004.057 MaHenb nuwesbix annepreHoB Ne2 IgG (Tpecka, TyHeL, KpeBETKM, 1140
n0CcoCb, MUAMU - CYMMapHO)
17.31.A3 B03.002.004.058 MaHenb nuwesbix annepreHoB Ne3 IgG (nweHnvHas myka, 1140
OBCSIHas MyKa, KyKypy3Hasi MyKa, CEMeHa KyHXyTa, rpeyHeBast
MyKa - CYMMapHO)
17.31.A4 B03.002.004.059 MaHenb nuweBbix annepreHoB Ne5 IgG (AandHbIN 6enok, MONokKo, 1140
Tpecka, NweHnYHasa Myka, apaxuc, coeBble 606bl - CyMMapHO)
17.31.A5 B03.002.004.060 MaHenb nuwesbix annepreHoB Ne6 IgG (puc, cemeHa KyHxXyTa, 1140
nweHn4Hasa myka, rpedHeBas Myka, coeBble 600kl - CymmapHO)
17.31.A6 B03.002.004.061 MaHenb nuweBbix annepreHoB Ne7 1gG (anyHbIn 6enok, puc, 1140
KOpPOBbE MOJSIOKO, apaxuc, NMleHnYHast Myka, coeble 6006blI -
CYMMAapHO)
17.31.A7 B03.002.004.062 MaHenb nuwesbix annepreHoB Ne13 IgG (3eneHbIn ropoLuek, 1140
6enble 600bl, MOPKOBb, KapTOdEb - CyMMapHO)
17.31.A8 B03.002.004.063 MaHenb nuwesbix annepreHoB Ne15 IgG (anenbcuH, 6aHaH, 1140
A6N0KO, MEPCUK - CYMMAPHO)
17.31.A9 B03.002.004.064 MaHenb nuweBbix annepreHoB Ne24 1gG (dyHOYK, KpeBETKU, KUBW, 1140
©aHaH - CyMmMapHO)
17.31.A10 B03.002.004.065 MaHenb nuwesbix annepreHoB Ne25 IgG (cemeHa KyHxyTa, 1140

nekapckue ApoXoknU, YECHOK, Cenbaepen - CyMMapHoO)




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
17.31.A11 B03.002.004.066 MaHenb nuweBbix annepreHoB Ne26 IgG (anyHbIN 6enoK, MOSOKO, 1140
apaxuc,ropumia - CyMmMapHO)
17.31.A12 B03.002.004.067 MaHenb nuwesbix annepreHoB Ne50 IgG (kuBu, maHro, 6aHaHbI, 1140
aHaHac - CyMMapHo)
17.31.A13 B03.002.004.068 MaHenb nuwesbix annepreHoB Ne51 IgG (nommnaop, kapTodens, 1140
MOPKOBb, YECHOK, ropynua - CyMMapHo)
17.31.A14 B03.002.004.069 MaHenb nuwesbix annepreHoB Ne73 IgG (CBMHMHA, KypuUHOE MSICO, 1140
roesavHa, 6apaHvHa - cymMapHo)
17.10.A3 A09.05.118.423 CradunokokkoBbIn 3HTepoTOKCUMH TSST IgE (ImmunoCAP) m226 1000
17.71.A5 A09.05.118.424 CTadmnnokokkoBbI aHTepoTokcuH B IgE (ImmunoCAP), m81 975
17.71.A6 A09.05.118.425 CtadmnokokkoBbI 3HTEPOTOKCUH A IgE (ImmunoCAP), m80 975
17.60.A136 A09.05.118.336 AnenbcuH IgE (ImmunoCAP), £33 1020
17.60.A143 A09.05.118.350 Kny6Huka IgE (ImmunoCAP), f44 1020
17.60.A146 A09.05.118.338 JlnmoH IgE (ImmunoCAP), 208 1020
17.60.A160 A09.05.118.339 Abnoko IgE (ImmunoCAP), 149 1020
17.60.A161 A09.05.118.343 Abpukoc IgE (ImmunoCAP), 237 975
17.60.A162 A09.05.118.347 Asokago IgE (ImmunoCAP), f96 975
17.60.A163 A09.05.118.346 AHaHnac IgE (ImmunoCAP), 210 975
17.60.A164 A09.05.118.349 Apby3 IgE (ImmunoCAP), 329 975
17.60.A165 A09.05.118.342 BanaH IgE (ImmunoCAP), 192 975
17.60.A166 A09.05.118.344 BuHorpag IgE (ImmunoCAP), 259 975
17.60.A167 A09.05.118.351 BuwHs IgE (ImmunoCAP), 1242 975
17.60.A168 A09.05.118.354 penndpyT IgE (ImmunoCAP), f209 975
17.60.A169 A09.05.118.340 Mpywa IgE (ImmunoCAP), f94 975
17.60.A170 A09.05.118.348 ObiHa IgE (ImmunoCAP), f87 975
17.60.A172 A09.05.118.345 Kuewu IgE (ImmunoCAP), 184 975
17.60.A173 A09.05.118.353 ManwuHa IgE (ImmunoCAP), 343 975
17.60.A174 A09.05.118.355 Mamnro IgE (ImmunoCAP), f91 975
17.60.A175 A09.05.118.337 MangapuH IgE (ImmunoCAP), 302 975
17.60.A176 A09.05.118.341 Mepcuk IgE (ImmunoCAP), f95 975
17.60.A177 A09.05.118.352 CmopoaunHa kpacHas IgE (ImmunoCAP), 322 975
17.61.A142 A09.05.118.357 Kaptodens IgE (ImmunoCAP), 35 1020
17.61.A150 A09.05.118.356 MopkoBb IgE (ImmunoCAP), 31 1020
17.61.A155 A09.05.118.358 Tomatsl IgE (ImmunoCAP), f25 1020
17.61.A157 A09.05.118.361 ToikBa IgE (ImmunoCAP), 225 1020
17.61.A159 A09.05.118.369 LiBeTHas kanycta IgE (ImmunoCAP), 291 1020
17.61.A160 A09.05.118.359 BaknaxaH IgE (ImmunoCAP), f262 975
17.61.A161 A09.05.118.364 Bpokkonu IgE (ImmunoCAP), 1260 975
17.61.A162 A09.05.118.365 Kanycta 6enokovaHHas IgE (ImmunoCAP), 216 975
17.61.A163 A09.05.118.366 Jlyk IgE (ImmunoCAP), f48 975
17.61.A164 A09.05.118.360 Orypeuy IgE (ImmunoCAP), 1244 975
17.61.A165 A09.05.118.363 Manpuka, cnagkun nepey IgE (ImmunoCAP), 1218 975
17.61.A166 A09.05.118.401 Metpyuwka IgE (ImmunoCAP), f86 975
17.61.A167 A09.05.118.362 CaxapHas csekna IgE (ImmunoCAP), 227 975
17.61.A168 A09.05.118.367 Cenbaepen IgE (ImmunoCAP), f85 975
17.61.A169 A09.05.118.368 LnuHaT IgE (ImmunoCAP), 214 975
17.62.A133 A09.05.118.370 Cos IgE (ImmunoCAP), 14 1020
17.62.A134 A09.05.118.371 Nopox IgE (ImmunoCAP), f12 975
17.62.A135 A09.05.118.372 daconb 6enas (benble 606bl1) IgE (ImmunoCAP), f15 975




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
17.63.A128 A09.05.118.373 Apaxuc IgE (ImmunoCAP), f13 1020
17.63.A129 A09.05.118.375 "peukun opex IgE (ImmunoCAP), f256 975
17.63.A130 A09.05.118.376 Mungans IgE (ImmunoCAP), 20 975
17.63.A131 A09.05.118.374 ®yHayk IgE (ImmunoCAP), f17 975
17.63.A1 A09.05.118.377 ®uctawka IgE (ImmunoCAP), 203 975
17.63.A2 A09.05.118.378 Opex kewbto IgE (ImmunoCAP), 202 975
17.63.A132 A09.05.118.379 Kegposbin opex IgE (ImmunoCAP), 253 975
17.64.A137 A09.05.118.385 FoBgauHa IgE (ImmunoCAP), f27 1020
17.64.A140 A09.05.118.384 WHaerika, maco IgE (ImmunoCAP), 284 1020
17.64.A145 A09.05.118.383 Kypuua, msaco IgE (ImmunoCAP), f83 1020
17.64.A154 A09.05.118.381 CeuHuHa IgE (ImmunoCAP), f26 1020
17.64.A155 A09.05.118.380 BapanuHa IgE (ImmunoCAP), f88 975
17.64.A156 A09.05.118.382 Msco kponuka IgE (ImmunoCAP), f213 975
17.65.A130 A09.05.118.387 Kosbe monoko IgE (ImmunoCAP), 300 1020
17.65.A131 A09.05.118.386 Monoko IgE (ImmunoCAP), f2 1020
17.65.A149 A09.05.118.390 Monoko knnsiyeHoe IgE (ImmunoCAP), 231 1020
17.65.A150 A09.05.118.388 Coblp ¢ nneceHbto IgE (ImmunoCAP), f82 975
17.65.A151 A09.05.118.389 Colp Yeanep IgE (ImmunoCAP), f81 975
17.66.A147 A09.05.118.393 Jlococb IgE (ImmunoCAP), f41 1020
17.66.A156 A09.05.118.391 Tpecka IgE (ImmunoCAP), f3 1020
17.66.A158 A09.05.118.398 ®opens IgE (ImmunoCAP), f204 1020
17.66.A1 A09.05.118.395 Kpesetka IgE (ImmunoCAP), f24 975
17.66.A159 A09.05.118.396 Kanbmap IgE (ImmunoCAP), f258 975
17.66.A160 A09.05.118.394 Kpab IgE (ImmunoCAP), f23 975
17.66.A161 A09.05.118.397 CuHga muams IgE (ImmunoCAP), f37 975
17.66.A162 A09.05.118.392 TyHeu IgE (ImmunoCAP), f40 975
17.66.A164 A09.05.118.399 Monntock IgE (ImmunoCAP), f207 975
17.67.A139 A09.05.118.407 Opoxokn nekapckme IgE (ImmunoCAP), 45 1020
17.67.A141 A09.05.118.402 Kakao IgE (ImmunoCAP), f93 1020
17.67.A144 A09.05.118.403 Kodge, 3epHa IgE (ImmunoCAP), f221 1020
17.67.A149 A09.05.118.405 Banunb IgE (ImmunoCAP), 234 975
17.67.A150 A09.05.118.400 "pnbbl (WwamnuHboHbl) IgE (ImmunoCAP), 212 975
17.67.A151 A09.05.118.409 KynxyT IgE (ImmunoCAP), f10 975
17.67.A152 A09.05.118.406 CemeHa maka IgE (ImmunoCAP), 224 975
17.67.A153 A09.05.118.404 Yawn IgE (ImmunoCAP), {222 975
17.67.A154 A09.05.118.410 YecHok IgE (ImmunoCAP), f47 975
17.67.A155 A09.05.118.408 >KenatuH koposui (NuweBas gobaska E441) IgE (ImmunoCAP), 975
c74

17.67.A1 A09.05.118.411 CemeHa noaconHeyHuka IgE (ImmunoCAP), k84 975
17.68.A134 A09.05.118.412 AnynHbin 6enok IgE (ImmunoCAP), f1 1020
17.68.A161 A09.05.118.413 AunyHbin xentok IgE (ImmunoCAP), f75 1020
17.68.A162 A09.05.118.414 Anuo IgE (ImmunoCAP), f245 1020
17.69.A129 A09.05.118.422 nioTeH (knenkosuHa) IgE (ImmunoCAP), 79 1020
17.69.A138 A09.05.118.417 "peyunxa, rpeyniiHas myka IgE (ImmunoCAP), f11 1020
17.69.A151 A09.05.118.416 Osec, oBcsHad Myka IgE (ImmunoCAP), f7 1020
17.69.A135 A09.05.118.415 Muwenwnua IgE (ImmunoCAP), f4 1020
17.69.A152 A09.05.118.418 Puc IgE (ImmunoCAP), f9 1020




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.69.A153 A09.05.118.112 Poxb IgE (ImmunoCAP), p>xaHast Myka, f5 1020
17.69.A1 A09.05.118.460 MoaconHeyHuk IgE (ImmunoCAP), w204 975
17.69.A154 A09.05.118.419 Kykypy3sa IgE (ImmunoCAP), f8 975
17.69.A155 A09.05.118.421 Mpoco noceBHoe (nweHo) IgE (ImmunoCAP), 155 975
17.69.A156 A09.05.118.420 AumeHb IgE (ImmunoCAP), f6 975
17.23.A30 A09.05.118.426 Kowka, nepxotb IgE (ImmunoCAP), e1 1020
17.23.A31 A09.05.118.440 Kypuua, nepbs IgE (ImmunoCAP), e85 1020
17.23.A3 A09.05.118.431 Monyran, nepbs IgE (ImmunoCAP), e213 975




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.23.A29 A09.05.118.427 Cobaka, nepxotb IgE (ImmunoCAP), €5 1020
17.23.A2 A09.05.118.428 Jlowaab, nepxotb IgE (ImmunoCAP), e3 975
17.23.A1 A09.05.118.430 Kponuk, anutenun IgE (ImmunoCAP), e82 975
17.23.A4 A09.05.118.429 Mopckas cBuHka, anutenun IgE (ImmunoCAP), e6 975
17.23.A5 A09.05.118.441 OBua, anutenun IgE (ImmunoCAP), e81 975
17.23.A6 A09.05.118.442 Xomsk, anutenun IgE (ImmunoCAP), e84 975
17.24.A33 A09.05.118.444 Bepesa 6opogasyatas IgE (ImmunoCAP), t3 1020
17.24.A34 A09.05.118.447 VBa 6enag IgE (ImmunoCAP), t12 1020
17.24.A31 A09.05.118.446 JlewmHa obbikHoBeHHas IgE (ImmunoCAP), t4 1020
17.24.A35 A09.05.118.448 Jlnna IgE (ImmunoCAP), 208 1020
17.24.A32 A09.05.118.445 Onbxa cepas IgE (ImmunoCAP), t2 1020
17.24.A36 A09.05.118.449 Tononb IgE (ImmunoCAP), t14 1020
17.25.A14 A09.05.118.453 Am6po3us Beicokas IgE (ImmunoCAP), w1 1020
17.25.A20 A09.05.118.450 Exa cbopHas IgE (ImmunoCAP), g3 1020
17.25.A22 A09.05.118.457 JIncoxsoct nyrosow IgE (ImmunoCAP), g16 1020
17.25.A21 A09.05.118.458 MsaTnuk nyrosow IgE (ImmunoCAP), g8 1020
17.25.A23 A09.05.118.451 Oscganuua nyrosas IgE (ImmunoCAP), g4 1020
17.25.A15 A09.05.118.455 OpysaHnuuk IgE (ImmunoCAP), w8 1020
17.25.A13 A09.05.118.454 MonbiHb IgE (ImmunoCAP), w6 1020
17.25.A16 A09.05.118.456 Pomauka IgE (ImmunoCAP), w206 1020
17.25.A24 A09.05.118.452 Tumodbeeska nyroeas IgE (ImmunoCAP), g6 1020
17.25.A25 A09.05.118.459 MonbiHb ropekas IgE (ImmunoCAP), w5 1020
17.26.A5 A09.05.118.463 HdomawHsas nbinb (Greer) IgE (ImmunoCAP), h1 1020
17.26.A6 A09.05.118.464 HomawHas neinb (Holister) IgE (ImmunoCAP), h2 1020
17.70.A2 A09.05.118.461 Knew, gomatuHen noinu D. pteronyssinus IgE (ImmunoCAP), d1 1020
17.70.A5 A09.05.118.462 Knew apomaiuHen neinu D.farinae IgE (ImmunoCAP), d2 1020
17.28.A1 A09.05.118.435 Komap IgE (ImmunoCAP), i71 975
17.28.A2 A09.05.118.438 Monb IgE (ImmunoCAP), i8 975
17.28.A3 A09.05.118.437 MoTbinb IgE (ImmunoCAP), i73 975
17.28.A4 A09.05.118.439 TapakaH pbhkun (npycak) IgE (ImmunoCAP), i6 975
17.28.A5 A09.05.118.434 An ocbl 06bikHOBEeHHOWM IgE (ImmunoCAP), i3 975
17.28.A6 A09.05.118.433 Ap ocbl naTHUcTon IgE (ImmunoCAP), i2 975
17.28.A7 A09.05.118.432 An nyensl MegoHocHow IgE (ImmunoCAP), i1 975
17.28.A8 A09.05.118.436 An wepwHg IgE (ImmunoCAP), i75 975
17.28.A10 A09.05.118.443 Cnenexb IgE (ImmunoCAP), i204 975
17.73.A1 A09.05.118.466 dopmanbaerng (popmanuH) IgE (ImmunoCAP), k80 975
17.73.A2 A09.05.118.465 NaTtekc IgE (ImmunoCAP), k82 975
17.74.A13 A09.05.118.467 MennumnnuH G IgE (ImmunoCAP), c1 975
17.74.A14 A09.05.118.468 Mennuunnud V IgE (ImmunoCAP), c2 975
17.74.A18 A09.05.118.469 XnoprekeuguH IgE (ImmunoCAP), c8 975
17.76.A1 A09.05.118.474 AHunsakuga IgE (ImmunoCAP), p4 975
17.76.A2 A09.05.118.475 Ackapuga IgE (ImmunoCAP), p1 975
17.22.A1 A09.05.118.476 MnecHesbIn rpub (Penicillum notatum) IgE (ImmunoCAP), m1 975
17.22.A2 A09.05.118.480 MnecHesbIn rpub (Cladosporium herbarum) IgE (ImmunoCAP), m2 975




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.22.A3 A09.05.118.477 OpoxokeBble rpmbbl poga Malassezia IgE (ImmunoCAP), m227 975

17.71.A2 A09.05.118.478 MnecHeBbin rpmb (Alternaria alternata) IgE (ImmunoCAP), m6 975

17.71.A3 A09.05.118.481 MnecHeBbIn rpub (Aspergillus fumigatus) IgE (ImmunoCAP), m3 975

17.71.A4 A09.05.118.479 'pnbbl poga kaHauaa (Candida albicans) IgE (ImmunoCAP), m5 975

17.36.A4 A09.05.118.482 Anbda-naktans0ymuH, anneprokomnoHeHT IgE (ImmunoCAP), 2510
f76 nBos d4

17.36.A5 A09.05.118.483 BeTa-naktornobynuH, anneprokoMmnoHeHT IgE (ImmunoCAP), 77 2510
nBos d5

17.36.A2 A09.05.118.484 KaseunH, KopoBbe MOSI0KO, anneprokoMnoHeHT IgE (ImmunoCAP), 2510
f78 nBos d8

17.36.A6 A09.05.118.486 OanbbymuH anua, anneprokoMnoHeHT IgE (ImmunoCAP), 232 2510
nGal d2

17.36.A1 A09.05.118.487 Oomykoung anua, anneprokomnoHeHT nGal d1 IgE (ImmunoCAP), 2510
f233

17.36.A3 A09.05.118.488 Jnzoumm anua, anneprokoMnoHeHT IgE (ImmunoCAP), k208 nGal 2510
d4

17.68.A1 A09.05.118.498 KoHanbBymuH anua, anneprokomnoHeHT IgE (ImmunoCAP), 323 2500
nGal d3

17.36.A7 A09.05.118.496 Cos (G. max), anneprokomnoHeHT IgE (ImmunoCAP), f353 rGly 2510
m4PR-10

17.36.A10 A09.05.118.490 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423 rAra h2 2500

17.36.A11 A09.05.118.491 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424 rAra h3 2500

17.36.A12 A09.05.118.493 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f427 rAra h9 2500

17.36.A13 A09.05.118.494 Kapn, anneprokomnoHeHT IgE (ImmunoCAP), f355 rCyp c1 2500

17.36.A17 A09.05.118.499 Tpecka aTnaHTmyeckas, anneprokoMnoHeHT IgE (ImmunoCAP), 2500
f426 rGadc 1

17.36.A14 A09.05.118.495 Owmera-5 MnagnH NweHuuUbl, anneprokoMnoHeHT IgE 2500
(ImmunoCAP), f416 rTri a19

17.36.A15 A09.05.118.497 TponomMno3nH KpeBETOK, anneprokoMnoHeHT IgE (ImmunoCAP), 2500
f351 rPen a1

17.36.A8 A09.05.118.492 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), 352 rAra h8 2500

17.36.A9 A09.05.118.489 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f422 rAra h1 2500

17.36.A18 A09.05.118.519 "peuknin opex, anneprokoMnoHeHT IgE (ImmunoCAP), f441 rdug r1 2500

17.36.A19 A09.05.118.520 "peuknin opex, anneprokoMnoHeHT IgE (ImmunoCAP), f442 rJug r3| 2500

17.36.A20 A09.05.118.521 Kewbto, anneprokomnoHeHT IgE (ImmunoCAP), f443 rAna 03 2500

17.36.A21 A09.05.118.522 Mepcuk, anneprokomMnoHeHT IgE (ImmunoCAP), 420 rPru p3 2500

17.36.A22 A09.05.118.523 Abnoko, anneprokomnoHeHT IgE (ImmunoCAP), 1435 rMal d3 2500

17.36.D16 A09.05.118.524 Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f447 rAra h6 2500

17.64.D138 A09.05.118.525 anakto3a-anbda-1,3-ranakrosa (a-Gal) IgE (ImmunoCAP), 0215 2500

17.78.A1 A09.05.118.526 AmBpo3us, anneprokoMnoHeHT IgG4 (ImmunoCAP), w230 nAmb 2800
al

17.78.A2 A09.05.118.527 MonbiHb, anneprokoMnoHeHT IgG4 (ImmunoCAP), w231 nArt v1 2800

17.78.A3 A09.05.118.528 Knew gomaluHen nbinu, anneprokoMnoHeHT IgG4 (ImmunoCAP), 2800

d202 rDer p1




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

17.78.A4 A09.05.118.529 Knew, gomatuHen nbinu, anneprokoMmnoHeHT IgG4 (ImmunoCAP), 2800
d203 rDer p2

17.78.A5 A09.05.118.530 TumodbeeBka nyroeas, anneprokoMnoHeHT IgG4 (ImmunoCAP), 2800
g205 rPhl p1

17.78.A6 A09.05.118.531 TumodbeeBka nyroeas, anneprokoMnoHeHT IgG4 (ImmunoCAP), 2800
g215 rPhl p5b

17.78.A7 A09.05.118.532 Bepesa, anneprokomnoHeHT IgG4 (ImmunoCAP), t215 rBet v1 PR- 2800
10

17.37.A2 A09.05.118.485 Bblunii CbIBOPOTOYHBIN anbOyMuH, anneprokoMnoHeHT IgE 2500
(ImmunoCAP), €204 nBos d6 (BSA)

17.37.A1 A09.05.118.502 Kowka, anneprokomnoHeHT IgE (ImmunoCAP), €94 rFel d1 2500

17.23.A32 A09.05.118.503 Koweka, anneprokomnoHeHT IgE (ImmunoCAP), €220 (rFel d2) 2500

17.37.A3 A09.05.118.500 Cobaka, anneprokoMnoHeHT IgE (ImmunoCAP), €101 rCan f1 2500

17.37.A4 A09.05.118.501 Cob6aka, anneprokoMmnoHeHT IgE (ImmunoCAP), €102 rCan f2 2500

17.37.A5 A09.05.118.504 Cobaka, anneprokoMnoHeHT IgE (ImmunoCAP), e221 nCan 3 2500

17.38.A1 A09.05.118.505 Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t215 rBet v1 PR- 2500
10

17.38.A2 A09.05.118.506 Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t221 rBet v2, rBet 2500
v4

17.39.A1 A09.05.118.508 AmOBpo3sus, anneprokomnoHeHT IgE (ImmunoCAP), w230 nAmb a1 2500

17.39.A4 A09.05.118.509 MonblHb, anneprokoMnoHeHT IgE (ImmunoCAP), w231 nArt v1 2500

17.39.A2 A09.05.118.511 TumodpeeBka nyroeas, anneprokomnoHeHT IgE (ImmunoCAP), 2500
g213 rPhl p1, rPhl p5b

17.39.A3 A09.05.118.507 TumodpeeBka nyroeas, anneprokomnoHeHT IgE (ImmunoCAP), 2500
g214 rPhl p7, rPhl p12

17.39.A5 A09.05.118.510 MonbiHb, anneprokoMnoHeHT IgE (ImmunoCAP), w233 nArt v3 2500

17.39.A6 A09.05.118.512 TumodbeeBka nyrosas, anneprokoMnoHeHT IgE (ImmunoCAP), 2500
g208 rPhl p4

17.71.A1 A09.05.118.513 Alternaria alternata, anneprokomnoHeHT IgE (ImmunoCAP), m229 2500
rAlt a1

17.30.A43 B03.002.004.072 dagmaTon getckuin (cbanaHcMpoBaHHas CMECb UHransiLMOHHBLIX U 2820
NULLEBBLIX anfepreHoB Ansi CKPUHWHIa aTonuu Ana geten 4o 4 ner)

17.30.A44 B03.002.004.070 dagnarton (cbanaHcupoBaHHaa CMeCb MHransIUMOHHbIX 3380
annepreHoB ANd CKPUHWHIa atonum anga geTen ctapule 4 net u
B3pOChbIX)

17.27.A56 B03.002.004.084 MaHenb annepreHoB XMBoTHbIX IgE IMmunoCAP, ex70 (snutenuin 1500
MOPCKOW CBUHKWN €6, annuTennin Kponuka €82, anutenun xomsika
€84, kpbicbl €87, MbllLb €88 - cyMmMapHO)

17.27.A57 B03.002.004.085 MaHenb annepreHoB xunBoTHbIX IgE ImMmMunoCAP, ex72 (nepbs 1500
NTUL;: BOSIHUCTOro nonyranymka e78, kaHapewnkn €201,
OJSIMHHOXBOCTOrO nonyranyuka e196, nonyras €213, Bblopka €214 -
CYMMapHO)

17.27.A44 B03.002.004.086 MaHenb annepreHoB XMBOTHbIX, anuTenun IgE ImmunoCAP, ex1 1510

(MVIKCT NepxoTb: KOLUKK, cobaku, nowaau, KOpPOBbI - cymmapHo)




Kop
nccnegoBaHus

Koo M3P®
(n.804H)

HaumeHoBaHue TecTa / ycnyru

Llena

17.27.A51

B03.002.004.087

MaHenb annepreHoB XMBoTHbIX IgE IMmMunoCAP, ex2 (MuKcT:
NepxoTb KOLLUKW, NepX0Tb COBaKM, aNUTENUN MOPCKOWN CBUHKN,
KpbICa, MblLLb - CYMMAapHO)

1510

17.27.A3

B03.002.004.088

MaHenb annepreHoB XMBOTHbIX IgE IMmunoCAP, ex71 (MukcT
nepbsl NTUL;: Iycs, Kypuubl, YTKA, UHOEVKW - CYMMapHO)

1500

*

17.27.A58

B03.002.004.090

MaHenb annepreHoB k cMecu MbinbLbl AepeBbeB IgE IMmunoCAP,
tx5 (onbxa cepas t2, newuHa t4, Bas t8, nea t12, Tonone t14 -
CYMMapHO)

1500

17.27.A59

B03.002.004.091

MaHenb annepreHoB k cMecu MbinbLbl AepeBbeB IgE ImMmunoCAP,
tx6 (kneH aceHenucTHbI t1, 6epesa GopogasyaTas t3, Gyk
KpynHomnucTHbIN t5, oy6 t7, rpeukuin opex t10 - cymmapHo)

1500

17.27.A45

B03.002.004.089

MaHenb annepreHoB aepesbeB IgE ImmunoCAP, tx9 (MukcT
NbinbUa AepeBbeB: Onbxa cepasi, bepesa 6bopoaasyartas, newmHa
0b6bIkHOBEHHas, Ay6 Oenbin, Ba 6enas - CyMMapHoO)

1500

*

17.27.A68

B03.002.004.093

MaHenb annepreHoB copHbIX Tpae IgE ImmunoCAP, wx2
(ambpo3usa ronomeTenbyaTas w2, NosbiHb W6, MOAOPOXKHUK
naHueToBunaHbI W9, mapb w10, nebega yeveBmuesmaHass w15 -
CYMMapHO)

1500

17.27.A46

B03.002.004.092

MaHenb annepreHoB 3nakoBbix Tpas IgE IMmunoCAP, gx1 (MukcT
MbinbLUa 3MakoBbIX: €xa cOopHas, OBCAHMLA fyroBas, nnesen,
TUMOodeeBKa Nyroasi, MATIIMK NyroBOW - CYyMMapHO)

1500

17.27.A52

B03.002.004.094

MaHenb annepreHoB copHbix Tpas IgE IMmunoCAP, wx3 (nonbiHb
w6, NOOOPOXHUK NaHLeToBMAHbIM W9, mMapb w10, 30M0TapHuK
w12, kpanuea asyaoMHas w20 - cyMmmapHO)

1500

17.27.A54

B03.002.004.074

MaHenb annepreHoB copHbix Tpas IgE ImMmunoCAP, wx1
(ambpo3us Bbicokast w1, NonbiHb WB, NOOOPOXHUK
naHueTonucTHbIM W9, mapb 6enas w10, 3onbHuK/consiHka w11 -
CYMMapHO)

1500

*

17.27.A69

B03.002.004.095

MaHenb annepreHoB GpykTbl U 6axyeBble IgE IMmunoCAP, fx21
(kvBwn 84, pbiHsa 87, 6aHaH 92, nepcuk f95, anaHac f210 -
CYMMapHO)

1500

17.27.A70

B03.002.004.096

MaHenb annepreHoB uMTpycosble U hpykTbl IgE ImmunoCAP,
fx15 (anenbcuH f33, abnoko f49, 6aHaH f92, nepcuk f95 -
CYMMAapHO)

1500

17.27.A60

B03.002.004.097

MaHenb annepreHoB MmopenpoaykTel IgE ImMmunoCAP, fx2 (pbiba
3, kpeBeTkn f24, ronybasa mnans 37, TyHeu 40, nocock f41 -
CYMMapHO)

1500

17.27.A55

B03.002.004.098

MaHenb annepreHoB aetckon cmecu IgE ImmunoCAP, fx5 (6enok
anua f1, monoko 2, peiba f3, nwennua f4, apaxuc f13, coa f14 -
CYMMAapHO)

1500

17.27.A61

B03.002.004.099

MaHenb annepreHoB MyKa 351akoBbIX W KyHXYTHble IgE
ImmunoCAP, fx3 (nweHuua f4, oBéc 7, kykypy3sa f8, kyHxyT 10,
rpe4ymxa f11 - cymmapHo)

1500

17.27.A62

B03.002.004.100

MaHenb annepreHoB Myka 3nakoBbix IgE ImmunoCAP, fx20
(nweHunua 4, poxsb 5, aumeHb 6, puc f9 - cymmapHo)

1500

17.27.A63

B03.002.004.101

MaHenb annepreHoB mMaco IgE ImmunoCAP, fx73 (cBuHuHa 26,
roegauHa f27, kypsatvmHa f83 - cymmapHo)

1500

17.27.A64

B03.002.004.102

MaHenb annepreHoB oBoLwyn 1 60608Bkle IgE (IMmunoCAP), fx13
(ropox (f12), dbaconb (f15), mopkoBb (f31), kapTodens (f35))

1500




Kon
uccnenoBaHus

Koo M3P®
(n.804H)

HaumeHoBaHue TecTa / ycnyru

Llena

17.27.A65

B03.002.004.103

MaHenb annepreHos osowwy IgE ImmunoCAP, fx14 (nomugop 25,
wnuHat 214, kanycrta f216, nanpuka f218 - cymmapHo)

1500

17.27.A66

B03.002.004.104

MaHenb annepreHoB opexu IgE ImmunoCAP, fx1 (apaxuc 13,
dyHayk 17, 6pasnnsckmn opex 18, muHaans f20, kokoc f36 -
CYMMAapHO)

1500

17.27.A67

B03.002.004.105

MaHenb annepreHoB pbiba IgE ImmunoCAP, fx74 (Tpecka f3,

1500

cenbab f205, ckymbpus f206, kambana f254 - cymmapHo)

17.27.A47

B03.002.004.077

MaHenb 6biToBbIX annepreHoB IgE ImmunoCAP, hx2 (MUKCT:
AOoMaLLHAA Nbifb, Knew, goMalwHen neinu D.pteronyssinus, knety
aomawHen noinu D. farinae, TapakaH pbikuin - CyMMapHO)

1500

*

17.27.A50

B03.002.004.107

MaHenb annepreHos nneceHun IgE ImmunoCAP, mx1 (MUKCT:
Penicillium chrysogenum, Cladosporium herbarum, Aspergillus
fumigatus, Alternaria alternata - cymmapHo)

1500

17.27.A53

B03.002.004.108

MaHenb annepreHoB nneceHun IgE ImmunoCAP, mx2 (Penicillium
chrysogenum m1, Cladosporium herbarum m2, Aspergillus
fumigatus m3, Alternaria alternata m6, Setomelanomma rostrata
m8 - cymMmapHo)

1500

*%

17.29.A48

B03.002.004.075

Anneprouunn, ImmunoCAP ISAC E112i

34355

17.29.A49

B03.002.004.079

Anneprokomnnekc npegonepaunoHHbin IgE (ImmunoCap)
(TpunTasa, XKenaTtuH koposuii c74, Jlatekc k82, XnoprekcnanH c8)

5450

17.29.H9

B03.002.004.081

Anneprokomnnekc npu actme/puHuTe B3pocnele 2 IgE
(ImmunoCAP) (OCHOBHbIE UHFanNSILMOHHbIE annepreHbl: KOoLLKa,
cobaka, knew, d1, TMModeeBka, 6epesa, NonbiHb;
AOMNOMHUTENbHbIE NHransUUoHHbIe: ambpo3uns, NNecHeBbIN rprbd)

7900

17.29.H10

B03.002.004.082

Anneprokomnnekc npu actme/puHute getn 2 Ige (ImmunoCAP)
(OCHOBHbIE MHranAUMOHHbIE anneprexbl: Kowwka, cobaka, knewy d1,
TumocpeeBka, 6epesa, NonbliHb; OCHOBHbIE MULLEBLIE: AUYHBIN
©enioKk, MOJIOKO)

7900

17.29.H11

B03.002.004.083

Anneprokomnrnekc npu ak3eme 3 IgE (ImmunoCAP) (oCHOBHLIE
WHransuMoHHbIE anneprexbl: kowka, cobaka, knewy d1; oCHOBHbIe
nULLEBbLIE: ANYHBIA OEroK, MOJOKO, TPecka, NieHuLa, Cosi;
AOMNONMHUTENbHbIE NULLEBbLIE: apaxuc, KpeBeTKa)

7900

50.0.H153 A09.05.242.009 KOMNMEKCHbIN aHann3 KpoBU Ha Hanuumne TSKENbIX MeTannoB u 6800
MuKpoanemeHToB 23 nokasartens (Li, B, Na, Mg, Al, Si, K, Ca, Ti,
Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb)
23.1.A9 A09.05.086 Jlntni (Li) TepaneBTUYECKUI B KPOBU 1185
23.1.A10 A09.05.265.001 Bop B kpoBu, cnektpomeTpus (B) 1185
23.1.A1 A09.05.242.010 Hatpuin B kpoBu, cnektpomeTpus (Na) 1185
23.1.A5 A09.05.242.011 MarHun B kpoBu, cnektpomeTtpus (Mg) 1185
23.1.A11 A09.05.266.001 AntoMnHU B KpoBW, cnektpomeTpus (Al) 1185
23.1.A12 A09.05.267.001 KpemHuin B KpoBU, cnektpomeTpus (Si) 1185
23.1.A2 A09.05.242.012 Kanui B kpoBu, cnektpometpus (K) 1185
23.1.A3 A09.05.242.013 Kanbuui B KpoBu, cnektpomeTtpus (Ca) 1185
23.1.A13 A09.05.268.001 TuTaH B kpoBu, cnektpomeTpus (Ti) 1185




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
23.1.A14 A09.05.269.001 Xpowm B KpoBwu, cnektpomeTtpusi (Cr) 1185
23.1.A15 A09.05.270.001 MapraHey B kpoBu, cnekTpomeTpus (Mn) 1185
23.1.A4 A09.05.242.014 YKeneso B kpoBW, cnektpomeTpus (Fe) 1185
23.1.A16 A09.05.271.001 KobanbT B kpoBu, cnektpomeTpus (Co) 1185
23.1.A17 A09.05.272.001 Hukenb B kpoBu, cnektpomeTpus (Ni) 1185
23.1.A8 A09.05.273.001 Mepnpb B kpoBWu, cnektpomeTpus (Cu) 1185
23.1.A7 A09.05.274.001 LinHk B kpoBW, cnekTpomeTpus (Zn) 1185
23.1.A18 A09.05.275.001 MbILWbSAK B KPOBU, cnekTpomeTpus (As) 1185
23.1.A19 A09.05.276.001 CeneH B KpoBu, cnekTpomeTpus (Se) 1185
23.1.A20 A09.05.277.001 MonubaeH B kpoBu, cnektpomeTpusa (Mo) 1185
23.1.A21 A09.05.278.001 Kagmun B kpoBu, cnektpomeTtpus (Cd) 1185
23.1.A22 A09.05.279.001 CypbMa B KpoBU, cnekTpomeTpus (Sh) 1185
23.1.A23 A09.05.280.001 PTyTb B KpoBW, cnekTpomeTpus (Hg) 1185
23.1.A24 A09.05.281.001 CBuHel B kpoBU, cnekTpomeTpus (Pb) 1185
23.1.A25 A09.05.117.001 WNog B kposu, cnektpomeTpus (1) 1185
50.0.H154 A09.05.242.015 KoMnneKcHbI aHann3 Moum Ha Hannume TSKEMbIX MeTannos u 6800
MuKpoanemeHToB. 23 nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti,
Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb)
23.3.A9 A09.28.060.008 Jlntnn B move, cnektpomeTtpust (Li) 1185
23.3.A10 A09.28.070.001 Bop B Mmouye, cnektpomeTpus (B) 1185
23.3.A1 A09.28.060.003 Hatpwuii B Mmoye, cnektpomeTpus (Na) 1185
23.3.A5 A09.28.060.004 MarHun B move, cnektpomeTtpus (Mg) 1185
23.3.A11 A09.28.071.001 AnoMUHUA B MoYe, cniekTpomeTpus (Al) 1185
23.3.A12 A09.28.072.001 KpemHuin B Mo4e, cnektpomeTpus (Si) 1185
23.3.A2 A09.28.060.005 Kanun B moye, cnektpomeTtpus (K) 1185
23.3.A3 A09.28.060.006 Kanbuui B Moye, cnektpometpus (Ca) 1185
23.3.A13 A09.28.073.001 TuTaH B Mo4e, cnektpomeTpusa (Ti) 1185
23.3.A25 A09.28.065 Woga B moue, cnektpomeTpus (1) 1300
23.3.A14 A09.28.074.001 Xpowm B Moye, cnektpomeTpus (Cr) 1185
23.3.A15 A09.28.075.001 MapraHey, B mo4ye,cnektpometpusa (Mn) 1185
23.3.A4 A09.28.060.007 YKeneso B Moye, cnektpomeTtpus (Fe) 1185
23.3.A16 A09.28.076.001 KobanbT B Mo4ye, cnektpomeTpus (Co) 1185
23.3.A17 A09.28.077.001 Hukenb B Mmove, cnektpomeTtpus (Ni) 1185
23.3.A8 A09.28.078.001 Mepnpb, cyTouHasa akckpeums, (Cu) 1185
23.3.A7 A09.28.079.001 LInHK B Mo4e, cnektpomeTpust (Zn) 1185
23.3.A18 A09.28.080.001 MbIWbSAK B MoYe, cnektpoMmeTpust (As) 1185
23.3.A19 A09.28.081.001 CeneH B Moye, cnektpomeTpus (Se) 1185
23.3.A20 A09.28.082.001 MonubaeH B Mo4e, cnektpomeTpus (Mo) 1185
23.3.A21 A09.28.083.001 Kagmun B mo4e, cnektpomeTtpus (Cd) 1185
23.3.A22 A09.28.084.001 CypbMa B Mouye, crnekTpomMeTpus (Sb) 1185
23.3.A23 A09.28.085.001 PTyTb B MO4e, cnektpomeTpus (Hg) 1185
23.3.A24 A09.28.061.001 CBuHel B Mo4e, cnektpomeTpus (Pb) 1185
50.0.H155 A09.01.007.001.001 |KoMnneKcHbIM aHanns BOSIOC Ha Hanuumne TsHXEnbIX MeTansmos 1 6800
MUKpOanemeHToB. 23 nokasartens (Li, B, Na, Mg, Al, Si, K, Ca, Ti,
Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb)
23.2.A9 A09.01.007.001.002 |Jlntun B BONocax, cnekrpomeTtpus (Li) 1185
23.2.A10 A09.01.011.001 Bop B Bonocax, cnektpometpus (B) 1185
23.2.A1 A09.01.007.001.003 |HaTtpwuin B Bonocax, cnekrpomeTpus (Na) 1185




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)
23.2.A5 A09.01.007.001.004 |MarHui B Bonocax, cnektpometpus (Mg) 1185
23.2.A11 A09.01.012.001 AntoMUHUIA B Bonocax, cnektpomeTpus (Al) 1185
23.2.A12 A09.01.013.001 KpemHuin B Bonocax, cnektpomeTtpus (Si) 1185
23.2.A2 A09.01.007.001.005 |Kanui B Bonocax, cnekrpometpus (K) 1185
23.2.A3 A09.01.007.001.006 |Kanbuun B Bonocax, cnekrpomeTtpus (Ca) 1185
23.2.A13 A09.01.014.001 TwuTaH B Bonocax, cnekrpometpus (Ti) 1185
23.2.A14 A09.01.015.001 Xpowm B Bonocax, cnekrpometpus (Cr) 1185
23.2.A15 A09.01.016.001 MapraHey B Bonocax, cnekrpometpus (Mn) 1185
23.2.A4 A09.01.007.001.007 |>Kene3so B Bonocax, cnekrpometpus (Fe) 1185
23.2.A16 A09.01.017.001 KobanbT B Bonocax, cnekrpometpus (Co) 1185
23.2.A17 A09.01.018.001 Hwukenb B Bonocax, cnekrpometpus (Ni) 1185
23.2.A8 A09.01.019.001 Mepnpb B Bonocax, cnektpomeTtpusi (Cu) 1185
23.2.A7 A09.01.020.001 LinHk B Bonocax, cnekrpomeTtpus (Zn) 1185
23.2.A18 A09.01.021.001 MbIWbSAK B Boniocax, cnekrpomeTtpus (As) 1185
23.2.A19 A09.01.022.001 CeneH B Bonocax, cnekrpometpus (Se) 1185
23.2.A20 A09.01.023.001 MonubaeH B Bonocax, cnektpometpus (Mo) 1185
23.2.A21 A09.01.024.001 Kagmun B Bonocax, cnekrpometpus (Cd) 1185
23.2.A22 A09.01.025.001 CypbMa B Boniocax, cnekrpomeTpus (Sb) 1185
23.2.A23 A09.01.026.001 PTyTb B BOnocax, cnekrpometpus (Hg) 1185
23.2.A24 A09.01.027.001 CsuHel, B Bonocax, cnektpometpus (Pb 1185
4.9.A1.201 A12.06.060.002 ButamuH A (petnHon) 2495
4.9.A2.202 A12.06.060.009 ButamuH B1 (TammH-nnpodocdart) 2495
4.9.A13 A12.06.060.010 ButamuH B2 (pnbodnasuH) 2655
4.9.A12 A12.06.060.011 ButamuH B3 (HMaumH) 2655
4.9.A3.202 A12.06.060.012 ButamuH B5 (naHTOTEHOBas KucnoTa) 2495
4.9.A4.202 A12.06.060.003 ButamuH B6 (nupuaokcanb-5-cdocdar) 2495
4.9.A14 A12.06.060.016 ButamuH B7 (61oTKH) 2655
4.9.A5.201 A09.05.080 ButamnH B9 (donumeBas kucnota) 835
4.9.A6.201 A12.06.060 ButamuH B12 (unaHkobanamuH) 805
4.8.A6 A12.06.060.015 ButamunH B12, akTuMBHbIN (XxonoTpaHckobanaMmuH) 1820
4.9.A7.204 A12.06.060.004 ButamuH C (ackopbuHoBas kucnora) 2495
4.9.A8.201 A09.05.235 25-OH ButamuHn D, UXJ1A, cymmapHbii (kanbumndepon) 1565
23.4.D3 A09.05.235.005 KoMnneKkcHbI aHann3 KpoBu Ha BUTamuHbl rpynnel D (25-OH D2/ 4900
25-OH D3/ 1,25-OH D3/ 24,25-OH D3)
23.4.A18 A09.05.235.004 25-0OH Butamuu D, BOXXX MC, cymmapHbIn (kanbundoepon) 2790
23.4.A14 A09.05.221 1,25-gurnapokcuxonekansundepon sutrammd D3 2630
23.4.A15 A09.05.235.002 25-rnapokcumaprokansumdepon sButamud D2 2630
23.4.A16 A09.05.235.003 25-rngpokcmxonekansundgepon sutammd D3 2630
4.9.A9.201 A12.06.060.005 ButamuH E (anbda-Tokodeposn) B KpoBu 2495
4.9.A10.201 A12.06.060.006 ButamuH K (donnnoxmHoH) 2480
4.9.D1.900 B03.016.017.003 MonuHeHackbIweHHble XnpHble kncnotol (PKK) cemerictea Omera-3: 5500
nokosarekcaeHoBasi (DHA), ankosaneHTaeHoBas (EPA) - B
LeNbHOM KpoBU (MeMBpaHHbIN, NMMNONPOTENAHbIA 1 CBOOOOHO-
XMPHOKUCIOTHbIN Nyrbl). ButamuH E (anbga-tokodepon) B Kposu
4.9.D3 A09.05.264.001 Onpepenenne Omera-3 nHaekca (oueHKa pucka BHe3anHom 6050

cepaeyvHon cMepTun, UHAdhapKTa Mrokapaa v gpyrmx cepaeyHo-
COCYANUCTbIX 3aboneBaHnin)
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4.9.D25 B03.016.017.004 AHanuna Omera-3 XXMpHbIX KACNOT B CbIBOPOTKE KPOBMU: 6350
NMHONEHOBAs, 3NKO3aneHTaeHoBas1, [OKO3aneHTaeHoBas,
JokosarekcaeHoBasi, Omera-3 nHgekc
4.9.D2.202 B03.016.017.001 MonnHeHacbIWeHHbIe XxupHble kncroTbl (PKK) cemerictea Omera-6: 3660

nuHonesas (LA), ramma-nuHoneHoBas (GLA), apaxmgoHoBas
(AA) KnCcnoThl - B LEeNbHON KPOBKU (MeEMBpaHHbIN,
nMnonpoTenaHbIi 1 CBOBOAHO-KUPHOKUCIOTHbIV Nynbl)

4.9.D6.900 B03.016.017.001.00 [OkcmaaTtmBHbIN cTpecc (7 nokasaTenen): ManoHOBbIN Ananbaerna, 16900
1 koaH31m Q10 obwuin (yBuxmHoH), ButamuH E (anbcha-Tokodepon),
BUTaMuH C, BuTamuH A, 6eTa-kapoTuH (TpaHc-cpopma), rnyTaTmoH
cBoboaHbIN (BoccTaHoBNEHHbIN, GSH) B kpoBu
23.4.A17 A09.05.192 ManoHoBbIV gnanbgerv 3600
23.5.A1 A09.05.259.001 'yTatnoH ceBoboaHbIn (BoccTaHoBMEHHbIN, GSH) B KpoBU 3000
23.5.A2 A09.05.258 KoaHanm Q10 obuimii (yOUXMHOH) B KpOBU 2740
4.10.D1.202 B03.016.025.001 KoMnnekcHbI aHann3 KpoBM Ha aMUHOKMCAOTLI (12 nokasaTenewu: 6200

AnaHvH, ApruHnH, AcnaparnHoBas kucnota, UntpynnuH,
myTamuHoBas kucnota, MuumH, MeTnoHmH, OpHUTKH,
deHnnananuH, TuposuH, BanuH, Jlenumn/U3onenumH

MTR, MTRR - 4 To4kKn)*

18.2.A2.201 A09.05.035.005 deHobapbuTan, KonnyecTBEHHO 4100

18.2.A3.201 A09.05.035.006 durHNencuH (kapbamasenuH, TerpeTon), KoNM4YeCTBEHHO 4100

18.2.A4.201 A09.05.035.007 JIaMOTpUIKMHBI (NamMukTan), KonM4yeCcTBEHHO 4100

18.2.A6.201 A09.05.035.002 BanbnpoeBas kucnota (M ee Npon3BoAdHbIE), KONMNYECTBEHHO 1005

18.2.A13.201 A09.05.035.008 JleBeTunpaLieTam, KONMYECTBEHHO 4100

18.2.A22 A09.05.035.009 Tonupamart (Tonamakc, TonanencuH, Topean), KonM4eCTBEHHO 4100

18.2.A19.202 A09.05.035.010 Takponumyc 2400

18.2.A15.201 A09.05.035.033 BaHkOMWLMH 2400

18.2.A21 A09.05.035.031 OBeponmyc 2400

18.2.A23 A09.05.035.032 Cmponvwlic 2400

22.1.A33 B03.005.017.002 eHeTuYyeckas AnarHocTuka beTta-TanaccemMmm u 7300
remornobuHonatui (mytaumm B reHe HBB)

22.1.D33 B03.005.017.001 eHeTu4eckasn guarHocTvka anbga-tanaccemmm (MyTauum B reHe 7300
HBA)

22.19.A1 A27.30.217 leHoguarHocTtuka 1, 2A, 2B, 2M, 2N, 3 TunoB 6one3Hn oH 9850
BunnebpaHga (18-21 n 28 3k30HbI reHa VWF)

22.19.A2 A27.30.216 FeHoguarHocTmka TPOMOOTMYECKON TPOMOOLIMTONEHNYECKON 10900
nypnypbl (reH ADAMTS13)

22.1.D5.202 A27.20.001.006 "eHeTU4eCcKMIN pUCK OCNOXHEHUI BEPEMEHHOCTY U NaTONOrMun 3900
nnoga, 12 nokasatenen*

50.0.H112.202 A27.05.002.003 MakeT «OK!» (oLeHka pucka Tpombo3a npu npuéme OK u M3T), 2 1600
nokasateng”

22.1.D03.202 A27.05.002.002 "eHeTU4eCckMIn pUCK HapyLleHui cuctemMbl ceepTbiBaHus (F2, F5, 3155
F7, FGB, F13A1, SERPINE1, ITGA2, ITGB3 - 8 To4ek)*

22.1.A27 A27.05.002.006 OnpepgenexHne mytaumm B reHe npotpomduHa Thr165Met 1810

22.1.D04.202 A27.05.003.001 "eHeTu4eckme gedektbl depmeHToB honatHoro umkna (MTHFR, 1325
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22.1.D15.202 A27.30.116 "eHeTU4eckasa NpeapacnonoXeHHOCTb K TMnepToHuu, 9 2525
nokasarenem®

50.0.H114.202 A27.05.002.004 MakeT «PnCckuM BO3HUKHOBEHUSA CEpAEYHO-COCYAUCTLIX 6400
3aboneBaHuy (PUCK HaApYLLEHUSA CBEPTLIBAHNS KPOBU U
rmnepToHUn, ponaTtHbIi LUmkn), 21 nokasaTtens”

22.11.A2 A27.30.215 KomMmnnekcHas reHognarHocTuka HegocTaToMHOCTM npoTenHa C, 10300
npotenHa S n aHtTuTpombuHa lll npm Tpombomnmm (Yactole
nonumopcuamel B reHax PROC, PROS1, SERPINC1)

50.0.H113.202 A27.05.002.005 MakeT «OHkoPucku» (BRCA1/2, ponatHbIn umkn), 12 4450
nokasarenem®

22.1.D13.202 A27.05.040 "eHeTU4eCcKMI pUCK pa3BUTUS paka MOMOYHOM Xenesbl U paka 3105
snyHukoB (BRCA1, BRCA2 - 8 nokasaTenen)”

22.1.D28 A27.05.040.002 Onpeaenenne mytaumi B reHax: BRCA1 (11 mytaumn), BRCA2 (3 6600
myTauun), PALB2 (1 mytaums), CHEK2 (4 myTtauun), NBN (1
MyTauusl), BEHO3HAsA KPOBb

22.1.A21 B03.014.002.001 [unarHocTrka ceMenHomn cpeam3eMHOMOPCKOM NNXopanKku 10400
(nepnoagnyeckas 6onesHb, reH MEFV).

22.1.A142 A27.30.117 "eHeTn4yeckasi NnpeapacnonoXXeHHOCTb K ankoronnamy (BeHo3Hasi 8900
KpOBb; 3aKnio4eHne Bpaya - nabopaTopHOro reHeTmka no
nccrnegoBaTeNnbCKOMY OTYETY)

22.1.D020 A27.05.002.001 "eHeTn4yeckas npeapacnonoXXeHHoCcTb K 6onesHn Anburenmepa 4400
(BeHo3Has kpoBb; APOE E2/E3/E4)

22.1.D23 A27.30.057.001 "eH peuentopa BuTammnHa D, nonumopdumam 283 A>G (Bsml) 1470

22.1.D117 B03.019.011 "eHoguarHocTuka 6onesHn BunbcoHa-KoHoBanoBa (aHanus 11200
MyTaumn reHa ATP7B)

22.4.D3 A27.30.141 ["eHeTUYeckas AguarHocTnka HacneacTBEHHOMN 10100
rmnepxonectepnHemuu (redbl LDLR, PCSK9, APOB100)

22.1.A34 A27.05.035 "eHeTU4eckasa anarHocTuka peHunketToHypum (reH PAH) 17950

22.4.D4 A27.30.142 'eHeTu4eckasn guarHocTmka ceMenHom runepxonecrepnHemmnmn (6 8270
3k30HOB reHa PCSK9)

22.7.D1 A27.05.033.001 eHeTn4yeckast AnarHocTnKa HacnegCcTBEHHOW HEMPOCEHCOPHON 5700
Tyroyxoctu (renbl GJB2, GJB3, GJB6, POU3F4, WFS1)

22.1.D024 A27.05.034.001 ["eHeTMYecKkasa gMarHocTMka CnnMHanbHOM MbILLEYHOW aTpodunn 5700
(SMN1, SMN2)

22.1.D30 A27.30.113 "eHoagmarHocTuka 6onesHn MeHTUHIToHa (oueHka vncna CAG- 5125
NnoBTOPOB B reHe HTT)

22.1.A20 A27.30.140 CuHgpom nomkor X XpoMOCOMbI (ONpeaeneHmne vmcna noBTopos 6700
CGG B reHe FMR1)

22.17.A1 B03.019.021.001 "eHoaMarHoCcTUKa BpPOXAEHHOIO aHIMOHEBPOTUYECKOrO OoTeka (reH 24725
SERPING1)

22.1.A29 A27.05.061.023 CKPWHWUHT Ha HOCUTENbCTBO HAcneACTBEHHbIX 3abonesaHni 7300
"BasosbIi" (F'eHomen)

22.1.A22 A27.05.025.001 "eH aHgporeHoBoro peuentopa (AR), ymcno CAG-noBTOpoB 3330

22.1.D25 A27.05.024.004 ["eHogMarHoCcT1Ka BpOXAEHHOW runepnnasnm HagnoyYe4YHnKoB 12320
(nccneposanue 15 mytaumii B reHe CYP21A2 ¢ yyeTom
n3MmeHeHus B ncepagoreHe CYP21P)

22.1.D29 A27.30.118 KomnnekcHas reHeTnyeckas gMarHocTmka cMHapoma nosimkuctosa 7800

sanyHukoB (CIKA), 6 nokasartenen
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22.1.D31 A27.05.036.001 IOwnarHocTtmka CFTR-accoummpoBaHHbIX 3aboneBaHuin: 6ecnnoawne, 12695
naHkpeaTuT, MykoBucunao3s (38 abeppaunn reHa CFTR)

22.4.D01.202 A27.05.022.001 BrisiBneHne mukpoaeneuunn B gpaktope azoocnepmun AZF 4220
(nokychl A, B, C)

22.1.D34 A27.30.119 ["eHeTMyecKkasa gMarHocTmka nepBUYHON ANYHNKOBOWN 6700
HegocTaTtoYHocTh (reH FMR1)

22.2.D1.202 A27.05.045.001 "eHeTn4eckn obycnoBneHHasi YyBCTBUTENbHOCTb K BapdapuHy 1460
(VKORCH1, CYP2C9, CYP4F2 - 4 To4kn)

22.1.D26 A27.05.045.002 OueHka BnmsaHua reHoB CYP2D6 n CYP2C19 Ha meTabonunam 7240
aHTUAENpPeccaHToB MHIMOUTOPOB 0OpaTHOro 3axBaTa
CepoTOHMHa/HopadpeHanMHa — acuuTanonpam, uMranonpam,
cepTpanuH, dritoBOKCaMmH, NapoKCeTUH, BeHNadakCcuH (CritoHa)

50.0.H116.202 A27.30.120 Onpeaenenne SNP B reHe IL 28B yenoseka 835
IL28B: C>T (rs12979860)
IL28B: T>G (rs8099917)

22.1.A26 A27.30.121 IunarHocTtrka npw xuposon 6onesHn nevyexHm (reH PNPLA3) 2790

22.1.D27 A27.05.009.001 "eHoguarHocTMka NnaTonornn nevyeHn (OueHka MyTaumi B reHax: 7320
HFE, ATP7B, PiZ/S A1AT n PNPLA3)

50.0.H115.202 A27.05.010.002 FemoxpomaTos, onpegeneHe MyTauuin 2705
(HFE: 187C>G (rs1799945)
HFE: 845G>A (rs1800562)

22.1.A1.202 B03.032.003.001 "eHeTU4eCcKknIn TECT Ha NaKTO3HY HenepeHocuMocTb: MCMG: - 1575
13910 T>C *

22.1.D32 B03.032.003.002 PaclwunpeHHas gnarHoctuka nakrasHom HegoctatodHocTn (MCM6: 3050
13910 C>T, 13907 C>G, 13915 T>G, 14010 G>C)

22.1.A16.202 A27.30.015 IOunarHocTtuka cuHapoma Xunbbepa (Mytaumsa reHa UGT1)* 4275

22.1.D35 B03.057.002.001 eHeTn4yeckast AnarHocTnka HacnegcTBeHHoOM opMbl 4040
naHkpeatmta (reHol PRSS1, SPINK1)

22.1.D36 A27.30.214 PaclwmpeHHas reHoguarHoctmka cuHgpoma XXunobepa (TA- 7300
noBTopbl 1 3ameHbl p.G71R, p.P229Q B reHe UGT1A1)

22.1.D19 A27.30.123 Bbi6epu cnopT. CKOpOCTh, cuna, BbIHOCITMBOCTL (BEHO3HAs KPOBb; 7700
reHeTnyeckas nNpeapacnonoXeHHOCTb K 3aHATUSAM pasfMyHbIMU
BMAaAMu cnopra)

22.1.D18 A27.30.122 WpoeanbHbii Bec. [lneta n omtHec, 5 nokasaTenen (BeHO3Has 2310
KpOBb; reHeTn4eckne aktopbl MHANBUAYaNbHbIX OCOOEHHOCTEN
obmeHa BeLLecTB)

22.1.A25 A27.05.041.009 "eHoTnnpoeaHme HLA-Cw6 npu ncopuase 4380

22.1.A143 A12.05.010.001 AHTUreH cuctemsbl ructocosmectTumocty HLA B51 3390

22.3.D4.202 A27.05.041.008 Tunuposanne HLA DQ2/DQ8 npwu uenunakum 6925

22.3.A4.202 A27.05.041.001 AHTUreH cuctemsbl ructocosmectnmoctn HLA B27 1820

22.3.H1.202 A27.05.041.003 AHTUreHbl cuctembl rmctocoemectumoctn HLA Il knacc, 6585
reHoTunnposaHue (nokycel DRB1, DQA1, DQB1)

22.3.D3.202 A27.05.041.004 Komnnekc «l'eHOoTUNMpoBaHme Cynpy>KeCcKon napbl MO aHTUreHam 12930
rmctocosmectumoctn HLA Il knacca»

22.3.A1.202 A27.05.041.005 AHTUreHbl cuctembl ructocoemectumoctn HLA Il knacc: nokyc 2200
DRB1

22.3.A2.202 A27.05.041.006 AHTUreHbl cuctembl ructocoemectumoctn HLA Il knacc: nokyc 2200

DQA1
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22.3.A3.202 A27.05.041.007 AHTUreHbl cuctembl ructocoemectumoctn HLA Il knacc: nokyc 2200
DQB1

22.6.A1.204 A12.05.013.066 KapuotunupoBaHue (KONMYEeCTBEHHLIE N CTPYKTYPHbIE aHOMarnmm 8075
XpOMOCOM) ¢ dhoTorpadment XxpoMocom

22.6.A3.204 A08.30.029.003 KapuoTtun ¢ abeppaumamm (Mpu BO3AENCTBUN MyTareHHbIX 8200
haKTOpPOB 1 OHKOreMaTosorm4eckmx 3aboneBaHnsx)

22.6.D1 A08.30.029.004 KapvotunupoBaHue (KONMYEeCTBEHHLIE N CTPYKTYPHbIE aHOMarnum 7800
XPOMOCOM)

22.6.A5 A08.30.029.005 MonekynsipHoe kapuoTunupoBaHme maTepuana abopTyca 13100
(XPOMOCOMHbIN MUKPOMAaTPUYHbIN aHanna, OnTuma)

22.6.A10 A12.05.013.067 XMA npeHatarnbHbIi (aMHUOTUYECKAs XNOKOCTL/BOPCUHbI 15700
XOp1OoHa/NynoBuHHasi KpoBb ¢ I TA; BbiSIBNEHME XPOMOCOMHOM
naTonoruu: aHeynnouauun, aeneuum, gynnukauum)

22.6.A12 A27.05.061.015 lMonHoe cekBeHMpoBaHWe reHoma abopTyca «PepTyc» (BOPCUHBI 84100
XOpWoHa/TkaHu nnoga)

22.6.A7 A12.05.013.001 XMA - cTaHAapTHbIV (BEHO3HAsi KPOBb, BOPCUHbBI XOPWOHaA; 20500
paspeLueHue ot 200000 nap HykneoTUaoB)

22.6.A13 A12.05.013.002 XMA 3K30HHOrO YpPOBHS (BEHO3HASA KPOBb) 35200

22.7.A1.119 B03.045.030.001 YcTaHoBNeHMe OTUOBCTBA - AyaT (25 mapkepos), 13900
(npegnonaraembin oTew, pebeHok)*

22.7.A2.119 B03.045.030.003 YcTaHoBneHne OTUOBCTBA - TPKO (25 mapkepos), 16400
(npegnonaraemsbin oTel, pebeHok, buonornyeckas MmaTb)*

22.7.A3.119 B03.045.030.002 YcTaHoBNEHNEe MaTepUHCTBa - AyaT (25 MapkepoB), 13900
(npegnonaraemast Matb, pebeHok)”

22.7.A4.119 B03.045.030.004 YcTaHoBNEHNe MaTepUHCTBA - TPMO (25 MapkepoB), 16400
(npegnonaraemas Matb, pebeHok, bronornyeckunn oteu)*

22.7.A6.119 B03.045.038.001 YHuBepcanbHbIA TECT Ha YCTaHOBMNEHWE poacTBa: 19500
Aenywka/b6abyluka - BHyK/BHy4YKa, oaaa/TeTs -
nNemMsaHHUK/NNeMsAHHMLA, poaHble/cBoaHbIe BpaTbsa/cecTpbl (2
yyacTHuka, 0o 40 mapkepos OHK nnv nonosbix xpomocom)*

22.7.A7.119 B03.045.038.004 JononHuTenbHbIN y4acTHMK Ne 1 (pacdeT BEpOSTHOCTU POACTBA, 5500
25 MmapKepoB).

22.7.A8.119 B03.045.038.002 JononHuTenbHbIN y4acTHUK Ne 2 (pacdeT BEPOSTHOCTU POACTBA, 5500
25 MmapKepoB).

22.7.A9.119 B03.045.038.003 JononHuTenbHbIN y4acTHUK Ne 3 (pacdeT BEPOSTHOCTU POACTBA, 5500
25 mMmapKepoB).

22.8.D1 A27.30.008.004 Onpeaenenne mytaumm B reHe BRAF (V600), onyxonesas TkaHb 10300

22.8.D2 A27.30.016 OnpepeneHne mytauui B reHe EGFR, onyxonesas TkaHb 12800

22.8.D3 A27.30.006 Onpeaenenne mytaumn B reHe KRAS, onyxonesas TkaHb 10300

22.8.D4 A27.30.016.001 Onpepenenne mytaumi B reHe EGFR, kpoBb (>kmakocTHas 21000
ouroncus)

22.6.A9 A12.05.013.003 XMA onyxoneBon TkaHn, OHKOCKaH (onyxonieBas TkaHb; 59900
paspelieHne ot 300000 nap HykneoTnaoB)

22.9.A8 A27.30.016.010 "Pak nerkux, 6azoBas naHens" (onyxonesas TkaHb; MyTaLuu B 13100
reHax EGFR, KRAS, NRAS, BRAF)

22.9.A5 A08.09.002.005 KngkocTtHasa Guoncusa npu pake nerkoro, 6asosas (BeHO3Has 32600
kpoBb; MyTauumn B reHax EGFR, KRAS, NRAS, BRAF)

22.8.A9 A27.30.007 Onpegenenne mytaumn B reHe NRAS (onyxoneBas TKaHb) 8400
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22.8.A10 A27.30.016.009 Onpeaenenne mytaumi BRAF, KRAS, NRAS (onyxonesasi TkaHb) 11500

22.8.A14 A27.30.017.010 Onpepenenne TpaHcnokauui reHa ALK, FISH (onyxonesas TkaHb; | 15700
3akrnoyeHne Bpava - NabopaTopHOro reHeTunka no
nccrnegoBaTeNnbCKOMY OTYETY)

22.8.A15 A27.30.018.003 Onpepenexne TpaHcnokaumm reHa ROS1, FISH (onyxonesas 15700
TKaHb; 3aKnYeHne Bpaya - nabopaTopHOro reHeTuka no
nccnegoBaTelbCkOMY OTYETY)

22.8.D5 A27.30.001 OnpepeneHne MukpocaTennuTHon HectabunsHoctn, MSI 6275
(onyxoneBas TKaHb; 3aknodeHne Bpaya - nabopaTopHOro
reHeTrKa no uccrnegoBaTeNbCkoMy OTHETY)

22.8.A2 A08.18.003.002 YKngkocTHasa 6uoncus: pak TONCTON KALLIKKA U MenaHoma 48380
(BeHo3Has kpoBb; MyTaumn B reHax BRAF, KRAS, NRAS)

22.8.A12 A27.30.183 YKngkocTtHasa 6uoncus, 57 reHoB (BEHO3Hasi KPOBb) 66275

22.8.A3 A27.05.040.001 Onpepenenne mytaumi B reHax BRCA1, BRCA2, PALB2 23100
(onyxoneBasi TKaHb)

22.8.A4 A27.30.179 MaHenb "XXeHckne HacnencTBeHHbIe onyxonn" (BEHO3Hasi KPOBb; 21000
3akroyeHne Bpava - NabopaTopHOro reHeTuka no
nccrnegoBaTeNnbCKOMY OTYETY)

22.8.A5 A27.30.180 MaHenb "HacnefcTBeHHbIN pak MOSIOYHOW Xenesbl" (BeHO3Has 21000
KpOBb)

22.8.A6 A27.30.181 MaHenb "HacnefCcTBEHHbIN pak TONCTON KULWKK" (BeHO3Has kpoBb) | 21000

22.8.A8 A27.30.182 MaHenb "HacnencTBeHHbIE ONyXorneBble CMHAPOMbI" (BEHO3HAs 36800
KpOBb)

22.8.A7 A27.30.206 OHkoKapTa, 57 reHoB (onyxoneBas TKaHb) 44109

22.8.A13 A27.30.207 OuxkoKapTa, 60 reHoB (onyxoneBas TKaHb) 67300

22.8.A16 A09.28.087 Onpepenenne ypoBHSA akcnpeccun reHa PCA3 (Mpocta - TecT) 6725

22.8.A17 A27.30.001.002 Onpepenexne ctatyca MUKPOCATESNNTUTHOM HECTAabUNBHOCTY B 35600
OMyXONeBoW TKaHW BbICOKOYYBCTBUTENbHbIM MeTOAOM, ldylla

22.8.A18 A27.05.062.001 Onpepenenne mytaumii reHa EGFR B onyxonesow TkaHu 35600
BbICOKOYYBCTBUTENbHLIM MeToAoM, Idylla

22.8.A19 A27.30.018.001 Onpepenenne nepectpoek B reHax ALK, ROS1, RET, NTRK1/2/3 57500
n geneumn 14 ak3oHa reHa MET B onyxoneBon TKaHu
BbICOKOYYBCTBUTENTbHbIM MeToAoM, |dylla

22.8.A20 A27.30.008.003 OnpepeneHne mytaumi reHa BRAF B onyxoneBow TkaHu 29000
BbICOKOYYBCTBUTEIbHLIM MeToAoM, |dylla

22.8.A21 A27.30.006.001 Onpepenenne mytaumi reHa KRAS B onyxonesou TKaHu 35600
BbICOKOYYBCTBUTEIbHLIM MeToAoM, |dylla

22.8.A22 A27.30.016.003 KomMnnekcHoe reHeTn4eckoe nccrneaoBaHme npu pake nerkux, 95850
onpegenexne mytaumi B reHax EGFR, KRAS, NRAS, BRAF B
ONyX0neBoyr TKaHU BbICOKOYYBCTBUTENBbHBIM MeToaoMm, Idylla

22.8.A23 A27.30.016.011 KomnnekcHoe reHeTu4eckoe nccnegoBaHmne npu KonopekTanbHOM 95850
pake, onpeaeneHne mytauun B reHax KRAS, NRAS, BRAF n MSI
B OMYXONEBOM TKaHW BbICOKOYYBCTBUTENbHBIM MeToaoMm, Idylla

22.8.A24 A27.30.016.005 Onpepenenne mytaumii B reHax NRAS, BRAF B onyxonesow 41900
TKaHW BbICOKOYYBCTBUTENbHbIM MeTOAOM, ldylla

22.8.A25 A27.30.184 BoisiBnenne mytaumi B 2, 5, 8, 10 1 21 ak3oHax reHa PIK3CA B 31500
TKaHu onyxonvm metogom lMLP

22.8.A26 A27.30.016.007 Onpepenenne mytaumii B reHax KRAS, NRAS, BRAF B 65900

OMyXONeBoOW TKaHW BbICOKOYYBCTBUTENbHbIM MeTOAOM, ldylla




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)
22.9.A4 A27.05.061.001 MonHoe cekBeHnpoBaHne reHoma GenomeUNI (BeHO3HasA KpoBb; 99900
3aknoYveHne Bpada - NnabopaTtopHOro reHeTuka rno
nccrnegoBaTeNnbCKOMY OTYETY)
22.9.A3 A27.05.061.002 lMonHoe cekBeHMpoBaHMe 3k30Ma (BEHO3HAas KPOBb) 43100
22.9.A2 A27.05.061.003 KnvHnyeckoe cekBeHMpoBaHne 3k3omMa (BEHO3Hasi KPOBb) 42000
22.9.A1 A27.05.061.016 CekBeHnpoBaHNe MUTOXOHAPWAIBHOIO reHoma (BEHO3Has KpoBb; 36800
3aknoveHne Bpada - NabopaTtopHOro reHeTuka no
nccrnegoBaTenbCkoOMy OTYETY)
22.9.A9 A27.05.061.025 CKpPUHWHT Ha HacneacTBeHHble 3abonesaHus, 2500 reHoB 34100
(BEHO3HAas KPOBb)
22.9.A11 A27.05.061.026 MaHenb "3aboneBaHnsa coegmMHUTENBLHON TKaHWN" (BEHO3Hast kpoBb) | 36800
22.9.A24 A27.30.178 MaHenb "®akomaTosbl M HAacNeaCTBEHHbIN pakK" (BEHO3Has KPOBb) 36800
22.9.A19 A27.05.061.014 MaHenb "HacnegctBeHHble anunencun” (BEHO3Hasi KPOBb) 36800
22.9.A12 A27.05.061.027 MaHenb "HacnegcTtBeHHas Tyroyxoctb" (BEHO3Hasi KPOBb) 36800
22.9.A20 A27.05.061.028 MaHenb "HenpopereHepaTtusBHble 3aboneBaHns” (BeHo3Has kposb) | 36800
22.9.A22 A27.05.061.024 "MepBUYHLIN UMMYHOAEMULMT N HacneaCcTBEHHbIE aHeMuKn" 36800
(BEHO3Has KPOBb)
22.9.A23 A27.05.061.029 MaHenb "YMcTBEHHAst OTCTaNoCTb U ayTnam" (BeHO3Has KPOBb) 36800
22.9.A17 B03.006.004 MaHenb "HacnenctBeHHble HapyLweHns obmeHa BellecTs"” 36800
(BEHO3HAas KPOBb)
22.9.A21 A27.05.061.030 MaHenb "HepBHO-MbILLEYHbIe 3aboneBaHns" (BEHO3HasA KPOBb) 36800
22.9.A13 A27.05.061.031 MaHenb "HacnencteeHHble 3aboneBaHns rnas" (BeHO3Hasi KPOBb) 36800
22.9.A15 A27.05.061.032 MaHenb "HacnencteeHHble 3aboneBaHnst noyek” (BeHo3Hasi kposb) | 36800
22.9.A16 A27.05.061.033 MaHenb "HacnencteeHHble 3aboneBaHns cepgua” (BeHo3Has 36800
KpOBb)
22.9.A18 A27.05.061.034 "HacneacTtBeHHbIe HapyLLeHMs penpoayKTUBHOW cMcTEMbI" 36800
(BEHO3Has KPOBb)
22.9.A14 A27.05.061.035 MaHenb "HacnencteeHHble 3aboneBanHns KKT" (BeHO3Has KpoBb) 36800
22.9.A25 A27.30.218 [MepBuUYHLIE AaHHbIE CEKBEHNPOBaHWs B popmaTte FASTQ 3100
22.9.A26 A27.30.219 CKPWUHWUHT Ha HOCUTENBLCTBO HACNEeACTBEHHbIX PELIECCUBHbIX 37200
3aboneBaHun Carrier Seq, 418 reHos, First Genetics
22.9.A27 A27.05.061.036 NGS-naHenb Aytnam Genetico, uccnegoBanue konmdectesa CGG 53600
noBTopoB B reHe FMR1, 6e3 Bblaa4u CbipbiX AaHHbIX
22.14.A1 B03.006.004.001 NGS-naHenb BonesHn obmeHa BewwecTB Genetico, 6e3 Bblaayn 49100
CbIpbIX AAHHbIX
22.11.A1 A27.05.061.037 Kapano-nanens Genetico, 6€3 Bblga4n ChipbIX AaHHbIX 49100
14.11.A1.900 A26.21.014.010 MoceB Ha MUKPOMNOPY OTAENSEMOro YPoreHNTanbHoOro TpakTa 1300
XXEHLUWHBbI C onpeaeneHnemM YyBCTBUTENbHOCTU K OCHOBHOMY
CMEeKTPY aHTMONOTMKOB, B T.4. KaHAMAA
14.11.A2.900 A26.21.014.003 MoceB Ha MUKpPOGNOPY OTAENSEMOro YporeHUTanbLHoOro Tpakra 2200

XEHLLMHbI C onpeaeneHnemM YyBCTBUTENbHOCTM K pacLLUMPEHHOMY
CMeKkTpy aHTMBUOTUKOB, B T.4. KaHAUAA




Kop
nccnegoBaHus

Koo M3P®
(n.804H)

HaumeHoBaHue TecTa / ycnyru

Llena

14.11.A3.900

A26.21.014.004

MoceB Ha MUKpOhIOPY OTAENAEMOro YpOoreHUTanbHoro TpakTa
XEHLLMHbI C onpeaeneHnemM YyBCTBUTENbHOCTM K OCHOBHOMY
CNeKTpy aHTUBMOTUKOB U BakTepuodaram, B T.4. KaHaMaa

1800

14.11.A4.900

A26.21.014.005

MoceB Ha MUKpOhIOPY OTAENSAEMOro YporeHUTanbHoro TpakTa
XEHLLMHbI C onpeaeneHnemM YyBCTBUTENbHOCTM K pacLLUMPEHHOMY
CNeKTpY aHTUBMOTUKOB U BakTeprodaram, B T.4. KaHaMAa

2380

14.1.A5.900

A26.20.008.001

VMccnepnoBaHve Ha GroleHo3 Bnaranuula (guarHoctumka
DOakTepuanbHOro BarmHo3a)

1800

14.2.A1.900

A26.21.014.011

MoceB Ha MUKpPOhIOPY OTAENAEMOro YpOoreHUTanbHoro TpakTa
MY>X4MHbI C onpeaeneHnemM YyBCTBUTENbHOCTM K OCHOBHOMY
CNEKTPY aHTUBUOTUKOB, B T.4. KaHAMAa

1570

14.2.A2.900

A26.21.014.006

MoceB Ha MUKPOMNOPY OTAENSEMOro YPOoreHnTanbHoro TpakTa
MYXXYUHbI C onpeaeneHnemM YyBCTBUTENbHOCTU K pacLUMPEHHOMY
CMNEKTPY aHTMOMOTKKOB, B T.4. KaHANAA

2260

14.2.A3.900

A26.21.014.007

MoceB Ha MUKpPOhNOPY OTAENAEMOro YporeHUTansHoro Tpakra
MY>X4MHbI C onpeaeneHnemM YyBCTBUTENbHOCTM K OCHOBHOMY
CNeKTpY aHTUBMOTUKOB U BakTeprodaram, B T.4. KaHaMaa

1890

14.2.A4.900

A26.21.014.008

MoceB Ha MUKpPOhIOPY OTAENAEMOro YporeHUTansHoro TpakTa
MY>XK4MHbI C onpeaeneHnemM YyBCTBUTENbHOCTM K pacLLUMPEHHOMY
CNeKTpY aHTUBMOTUKOB U BakTeprodaram, B T.4. KaHaMaa

2430

14.1.D33.900

A26.21.004.001

lMoceB Ha mukonnasmy u ypeannasmy (Mycoplasma hominis,
Ureaplasma species) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K
aHTUBMOTUKAM

2015

14.3.A1.900

A26.30.029.001

MoceB Ha MUKpOMNOpPY OTAENSEMOro APYrMX OpraHoB U TKaHewn C
onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMOMOTUKOB, B T.4. KaHAMAA

1230

14.3.A2.900

A26.30.029.003

MoceB Ha MUKPOOIOPY OTAENAEMOro APYrMX OPraHoB 1 TKaHewn ¢
onpeaeneHnemM 4yBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTUMBMOTMKOB, B T.4. KaHANAA

2030

14.3.A3.900

A26.30.029.002

MoceB Ha MUKpOMNOpPY OTAENSEMOro APYrMX OpraHoB U TKaHewn C
onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTMBNOTUKOB U BakTepmnodaram, B T.4. KaHAnAA

1580

14.3.A4.900

A26.30.029.004

MoceB Ha MUKPOGNOPY OTAENSEMOro APYrmx opraHoOB 1 TKAHEW C
onpegeneHnem YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMeKTpy
aHTMBNOTUKOB U BakTepunodbaram, B 7.4. KaHAnAA

2155

14.14.D1

A26.09.010.001

KomnnekcHoe nccnegosanune mokpoTbl (BAJT): noces Ha
MUKPOQOIIOpY C onpeaeneHmemM YyBCTBUTENbHOCTM K OCHOBHOMY
CMEKTPY aHTUBUOTMKOB M MUKPOCKOMMS MasKa

2010

14.14.D2

A26.09.010.002

KomnnekcHoe nccnegoBaHme MokpoThl (BAJT): noceB Ha
MUKPOIIOpY C onpeaeneHnem YyBCTBUTENBHOCT K OCHOBHOMY
CnekTpy aHTUbMOTUKOB, BakTeprodaram n MUKPOCKONUA Ma3ska

2300

14.14.D3

A26.09.010.003

KomnnekcHoe nccnegoBaHme MokpoThl (BAJT): noces Ha
MUKPOIIopy C onpeaeneHnem YyBCTBUTENbHOCTY K
pacLUMPEHHOMY CMEKTPY aHTMOMOTUKOB M MUKPOCKOMMS Maska

2215




Kop
nccnegoBaHus

Koo M3P®
(n.804H)

HaumeHoBaHue TecTa / ycnyru

Llena

14.14.D4

A26.09.010.004

KomnnekcHoe nccnegosaHune mokpoTbl (BAJT): noces Ha
MUKPOQOIIOpY C onpeaenieHneM YyBCTBUTENbHOCTU K
pacLIMpeHHOMY CNeKTpy aHTMbMoTMKOB, BakTepruodaram m
MMKPOCKOMMS Ma3ska

2330

14.4.A1.900

A26.09.010.008

MoceB Ha Mukpodonopy otaensemoro JIOP-opraHoB ¢
onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMOMOTUKOB, B T.4. KaHAMAA

1280

14.4.A2.900

A26.09.010.005

Moces Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢
onpegeneHnem YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMeKTpy
aHTMOMOTUKOB, B T.MH. kKaHAMAA

2000

14.4.A3.900

A26.09.010.006

MoceB Ha Mukpodnopy otaensemoro JIOP-opraHos ¢
onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTMBNOTUKOB 1 BakTepmnodaram, B T.4. KaHAnAA

1600

14.4.A4.900

A26.09.010.007

Moces Ha mukpodnopy otaensiemoro JIOP-opraHoB ¢
onpegeneHnem YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMeKTpy
aHTMBNOTUKOB U BakTepunodbaram, B 7.4. KaHAnAa

2100

14.8.A2.900

A26.08.001.001

MoceB Ha andTepuinHyto nano4ky (Corynebacterium diphtheriae,

BL)

870

14.1.A8.900

A26.05.044.003

Moces Ha remocunbHyo nanodky (Haemophylus influenzae) c
onpegeneHnemMm YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY

aHTUONOTUKOB

1020

14.5.A1.900

A26.26.004.001

MoceB Ha MUKPOMIOPY OTAENAEMOrO KOHbHHKTUBbI C
onpeaeneHnemM 4yBCTBUTENBHOCTM K OCHOBHOMY CNEKTPY
aHTUMBMOTMKOB, B T.4. KaHANAA

1300

14.5.A2.900

A26.26.004.002

MoceB Ha MUKpPOdNOPY OTAENSEMOro KOHbIOHKTUBBI C
onpegeneHnem YyBCTBUTENMbHOCTU K PACLLMPEHHOMY CMEKTPY
aHTUMOMOTUKOB, B T.4. KaHAMAA

2155

14.5.A3.900

A26.26.004.003

MoceB Ha MUKPOGNOPY OTAENSEMOr0 KOHBHOHKTMBLI C
onpegeneHnem YyBCTBUTENbHOCTN K OCHOBHOMY CMEKTPY
aHTMBNOTUKOB U BakTepunodaram, B 7.4. KaHAnAa

1650

14.5.A4.900

A26.26.004.004

MoceB Ha MUKpOdNOPY OTAENSEMOro KOHbIOHKTUBBI C
onpegeneHnem YyBCTBUTENbHOCTU K PACLLMPEHHOMY CMEKTPY
aHTMBNOTUKOB U BakTepmnodaram, B T.4. KaHAnAA

2260

14.7.A1.900

A26.05.001

MoceB KpPOBK Ha CTEPUIBHOCTL C onpeaeneHmem
YyBCTBUTENbBHOCTM K aHTUBMOTUKaM (Ka4eCTBEHHOE onpeaeneHme
HanM4ns MMKPOOPraHN3MOB)

2270

14.7.A4

A26.05.001.003

MoceB KpOBM HA CTEPUIIBHOCTbL C aBTOMAaTUYECKOM
aHTubumoTukorpammon Ha VITEK2

2850

14.8.A1.900

A26.01.001.002

lMoceB Ha NMOreHHbIN CTPENTOKOKK (Streptococcus pyogenes) ¢
onpegeneHvem YyBCTBUTENbHOCTM K aHTMOMOTMKaM

1400

14.8.A3.900

A26.01.001.003

Moces Ha 6eTa-reMonnTUYECKNA CTPENTOKOKK rpynnbl B (S.
agalactiae) c onpegeneHnem 4yBCTBUTENBHOCTN K OCHOBHOMY
CNEKTPY aHTUBNOTUKOB

1230

14.12.A5.900

A26.01.001.004

Moces Ha 30n0TUCTLIN cTadunokokk (Staphylococcus aureus) ¢
onpefeneHnemM YyBCTBUTENBHOCTU K aHTMOMOTHKaM

1120




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

14.13.A1 A26.14.002.001 MoceB »xenun Ha MUKpPOoMNopy € onpeaeneHnem 2010
YYBCTBUTESTbHOCTM K pacLUMPEHHOMY CNEKTPY aHTUONOTUKOB U
OakTepunodaram

14.1.A6.900 A26.19.009.001 Moces Ha rpmnbbl poga kaHanaa (Candida) ¢ naeHTndmkaymen u 1200
onpeaeneHnemM 4yBCTBUTENbHOCTU K aHTUMUKOTUYECKUM
npenapaTam

50.0.H145 A26.01.010.001 MoceB Ha rpmnbbl (Bo36yamTenu Mmnko3os) (6e3 onpeneneHnst 2000
YYBCTBUTEITbHOCTU K aHTUMUKOTUKaM)

14.12.A3.900 A26.19.080.001 MoceB Ha BO3OyamMTENEN KULLEYHOWN MHADEKLUMM (CanbMOHENbI, 1320
Lmrensnbl) ¢ onpegeneHnem YyBCTBUTENbHOCTN K OCHOBHOMY
CMNEKTPY aHTMOMOTHMKOB

14.12.A6.900 A26.19.004.003 MoceB Ha nepcuHuKn ¢ onpeaeneHnem YyBCTBUTENBHOCTH K 1430
OCHOBHOMY CMEKTPY aHTMOMOTMKOB

14.12.A2.900 A26.05.016.001.001 |Ouncbakrepros ¢ onpegeneHnem YyBCTBUTENBHOCTU K 2000
bakTepuodaram

14.12.A1.900 A26.05.016.001.002 |Ouncbakrepros ¢ onpegeneHnem YyBCTBUTENBHOCTU K 2100
aHTMbuoTukam 1 bakTepuodaram

14.6.A1.900 A26.28.003.004 MoceB Mo4n Ha MUKPOMNOPY C onpeaeneHnemM YyBCTBUTENbHOCTH 1250
K OCHOBHOMY CMEKTpY aHTMOMOTMKOB, B T.4. KaHaAMAa

14.6.A2.900 A26.28.003.001 MoceB Mo4M Ha MUKPOMNOPY C onpeaeneHnemM YyBCTBUTESNbHOCTU 2185
K pacLUMPEHHOMY CMEKTPY aHTUMOMOTUKOB, B T.4. KaHAMAa

14.6.A3.900 A26.28.003.002 MoceB Mo4n Ha MUKPOMNOPY C onpeaeneHnemM YyBCTBUTENbHOCTU 1685
K OCHOBHOMY CMeEKTpYy aHTMOnoTmkoB 1 6aktepmnodaram, B T.u.
KaHavga

14.6.A4.900 A26.28.003.003 MoceB Mo4M Ha MUKPOMOPY C onpeaeneHnemM YyBCTBUTESNbHOCTU 2355
K pacLUMpEHHOMY CMEKTPY aHTUOMOTUKOB U GakTepuodbaram, B T.4.
KaHguga

14.99.A1 B03.016.016.003 MoceB ¢ aBTOMaTUYECKON aHTUONOTUKOrPaMMOW U 1950
naeHTudunkaumen mukpooprannamos MALDI-TOF MS y neten

14.99.A2 B03.016.016.002 MoceB ¢ aBTOMaTUYECKON aHTUONOTUKOrPaMMOW U 1950

MneHTMiMKaumeVl meiooiraHmMOB MALDI-TOF MS

6.1.D01.401 B03.016.006 O6Lur aHanu3 Mo4n 270
6.1.D02.401 B03.016.014 AHann3 Mo4m no HeuymnopeHko 300
6.1.A1.401 B03.016.015 AHanm3 Mo4n No 3MMHULKOMY 360
6.1.D4 B03.016.006.003 2-X cTakaHHas npoba Mo4u 360
6.1.D5 B03.016.006.002 3-X cTakaHHasa npoba Mo4u 460
27.1.A5.401 A26.28.010 AHTUreH nernoHennsl (Legionella pneumophilla) B moye 2100
6.2.D01.101 B03.016.010 O6Lwmn aHann3 kana (konporpamma) 440
6.2.A12.101 A26.19.010.001 ViccnepoBaHue kana Ha npocTenume 1 anua refisMMHTOB 540
meTogom oboraweHna (PARASEP)
6.2.A4.303 A26.01.017.001 WccnepoBaHmne cockoba Ha aHTepobnos 300
6.2.D03.101 A26.19.011.002 VlccnegoBaHue Kana Ha NPoCTENLUNX, srla refisMMHTOB 440
6.2.A5.101 A09.19.001 VlccnegoBaHme kana Ha CKpbITYH KPOBb 270




Kop Koo M3P® HammeHoBaHue TecTa / ycnyru Llena
nccnenoBaHusi (n.804H)

6.2.A24 A09.19.001.003 ViccnepoBaHue kana Ha reMornobuH u 1000
remornoouH/rantornobuHoBkIn komnnekc, ColonView
(MMMYHOXVUMWYECKUI TECT Ha CKPbITYHO KPOBb)

6.2.A6.101 A09.19.012 CopepxxaHue yrneBodoB B Kane (B T.4. NakTo3a) 1005

6.2.A7.101 A09.19.010 [MaHkpeaTnyeckas anacrasa 1 B kane 2230

6.2.A13.101 A09.19.013 KanbnpoTekTuH (B kane) 2565

27.1.A1.101 A26.19.096 WccnepoBaHue aHTureHa nambnun (Giardia intestinalis) B kane 1005

27.1.A2.101 A26.19.020 WccneposaHne aHTureHa xenukobakrepa (Helicobacter pylori) B 920
Kane

27.1.A3.101 A26.19.081 WccnepoBaHne kana Ha TokcuHbl krnoctpuanin (Clostridium 1535
Difficile) An B

27.1.A4.101 A26.19.089 PoTtaBupyc (o6HapyxeHue aHTureHa B kane), UXIA 790

6.2.A14 A26.19.046.001 WccnepgoBaHue aHTUreHa kuwedHom nanodku E.coli O157:H7, 1920
NXTA

6.2.A15 A26.05.016.003 30HYNWH dekanbHbI 8800

6.2.A16 A26.05.016.004 Oo31HOUNBHLIV HenpoTokcuH (EDN) B kane 4460

6.2.A17 B03.019.012.001 Anbda 1-aHTUTPUNCKH B Kane 1700

6.2.A18 A26.05.016.002 YKenyHble KUCNoThI B Kane 3580

6.2.A20 A26.05.016.007 AKTUBHOCTb XMMOTPUNCUHA B Kane 2070

6.3.D01.503 A12.28.015 Mwukpockonuyeckoe nccnegoBaHne oTA4ensaemMoro ypeTphbl 480

6.3.D015.515 A12.21.004.001 Mukpockonnyeckoe nccrnegoBaHme Maska-oTrnevartka rofioBkm 480
NnosioBOro YneHa

6.3.02.502 A12.20.001.001 Mwukpockonnyeckoe nccrneagoBaHme OTAENAEMOro LepBuKanbHOro 480
KaHana

6.3.03.501 A12.20.001 Mwukpockonn4eckoe nccnegoBaHe OTAeNAaemMoro Bnaranuua 480

50.0.H59 A12.28.015.003 Mwukpockonudeckoe nccnegoBaHne oTo4ensaemMoro 500
YpOreHnTanbHoro TpakTa(LepBuKanbHbI KaHan + Bnaranuiie)

50.0.H51.510 A26.20.006 Mwukpockonudeckoe nccnegosaHne oTo4ensaemMoro 550
YPOreHuTarnbHOro Tpakta (LepBuKanbHbIf
KaHan+enaranuiie+ypeTpa)

6.3.012.514 A12.19.006 Mwukpockonnyeckoe nccrnegoBaHme OTAENSAEMOro NPsSIMON KALLIKK 370

6.3.D31 A12.28.015.004 Mwukpockonn4eckoe nccrnegoBaHme OTAENSEMOro BYbBbl 370

6.3.D32 A26.20.006.002 Mwukpockonudeckoe nccnegosaHne oTo4ensaemMoro 390
YpOreHnTanbLHoro TpakTa (Bnaranviie + ypetpa)

6.3.05.105 A26.01.033 Mwukpockonnyeckoe nccrneaoBaHmMe HOMTeEBbIX NNACTMHOK Ha 490
HanMyne NaToreHHbIX rpUboB, CKPUHUHT

6.3.06.312 A26.01.015 Mwukpockonnyeckoe nccnegoBaHme COCKOBOB KOXN Ha Hanuvne 490
naToreHHbIX rpnboB, CKPUHUHT

6.3.07.106 A26.01.011 Mwukpockonnyeckoe nccrnegoBaHme BooC Ha Hannvme 490
naToreHHbIX rpnboB, CKPUHUHT

6.3.A6.107 A26.01.018 Mukpockonndeckoe nccnegosaHme Ha emogekc (Demodex) 500

6.5.D2 A12.09.010 O6Lwmi aHanM3 MOKpoThl 400

6.3.D08.601 A12.04.001.001 OOwWwuin aHanM3 CMHOBMAIbHOW XXUAKOCTU (MUKPOCKOMMYECKOoe 430
nccnegoBaHne+MakpoCKONM4Yeckoe UCCreaoBaHme)

6.5.D1 A08.08.002.002 Mukpockonmnyeckoe nccnegoBaHme HasanbHOro cekperta (Ha 570
303UHOUNbI)

6.3.D016.506 A12.21.005.001 Mwukpockonudeckoe nccnegoBaHne cekpeTta npeacratenbHom 300

Xenesbl




Kon Koo M3P® HammeHoBaHue TecTa / ycnyru LleHa
nccnenoBaHusi (n.804H)

6.3.D014.401 A12.21.005 Mwukpockonnyeckoe nccrnegoBaHmMe cekpeTa npeacraTenbHon 280
»Kenesbl B MoYe
6.5.D22 A26.26.001.001 Mwukpockonnyeckoe nccrnegoBaHme OTAENSAEMOro KOHbIOHKTUBBI 570

Ha 903MHOGUIbI

6.4.A1.900 A09.07.007.003 Broxmmnyeckoe nccnegoBaHme CntoHbl (MUMKPOOMOLIEHO3 MOMOCTH 1665
pTa)

6.2.D7.101 B03.016.010.001 Buoxmmmnyeckoe nccnegosaHme MetTabonM4yeckon akTMBHOCTH 1910
KMLLIEYHOW MMKiOﬁJ‘IOibI

23.10.D1 B03.004.001.001 actpollaHens (FactpuH-17 6a3oBbii: [NencuHoreH |, MNencuHoreH 5875

Il, AHTUTENa K Xenukobakrepy, IgG)
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